SEQUENCE LISTING 



<110> Shimkets, Richard A. 
Leach, Martin D. 

<120> cSingle Nucleotide Polymorphisms for Knovm Genes 



<130> 15966-534-CIPl 

<160> 880 

<170> CuraGen Patent Formatter Version 0.9 

<210> 1 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0),. . . (0) 

<223> Accession number cg43333349 

<400> 1 

CGCTGACAGG GGAGTCTGAG CCACAGACCC GCTCACCCGA GTGCACGCAC G 

<210> 2 

<211> 51 

<212> DNA 

<2l3> Homo sapiens 
<226> 

<22i> allele 

<^2^2> (260 .... (0) 

$223 > single nucleotide polymorphism 

^<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43931765 

<400> 2 

ATGGATAGTC CATCTGGTTG GATGCTGTGT ACTCGTTGGC CTCGTTCAGG T 

<210> 3 

<210L> 51 

<212> DNA 

<;23.;^>: Homo sapiens 

" ' 

<220> 

<221> allele 

<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44130533 
<400> 3 

AATACAAAGC TGAGTGGAGA GCAGTGGGTG AAGAAGTATG GCATTCCAAG T 

<210> 4 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34888922 
<400> 4 

TATTGTTATT ATGTATTCTG TTTACGTGTT TCTGTGTCAC TGCTAAGAGA A 

<210> 5 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34888922 
<400> 5 

CAAGGAGCAT TGACCGTGAG AAATATGAAC AGTTTGCGTT ATATGGCTAT G 

<210> 6 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 



<400> 6 

TGGCGTCGTA TTTTGGGCAT TCAGTCGCTG TCACTGACGT CAACGGGGAT G 

<210> 7 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 7 

AGGGGGCCTA TGAAGCAGAG CTGGCGGTGC ACCTGCCCCA GGGCGCCCAC T 

<210> 8 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 8 

GTTACTGTGA AGCGGGCTTC AGCTCGGTGG TCACTCAGGC CGGAGAGCTG G 

<210> 9 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43331935 
<400> 9 

GTGACAAGTA CTTCATAGAG GATGGTCGCC TGGTCATCCA CAGCCTGGAC T 

<210> 10 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42388009 
<400> 10 

AAGGAGAAAA CAATGAAGAA CCGAATGAAG ACGAAGACTC TGAGGCTGAG A 

<210> 11 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42388009 
<400> 11 

AAAACAATGA AGAACCGAAC GAAGATGAAG ACTCTGAGGC TGAGAATACC A 

<210> 12 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44126574 
<400> 12 

AGAACGGCCA GCCCCTGTGG ATCCTGGGGG ATGTCTTCCT CAGGTCCTAC T 

<210> 13 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970983 
<400> 13 

GGACTCCAGT GTCCAGGGCA TCCAGTTACA TCCTATCCTG GCGGCCACTC A 51 

<210> 14 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44032748 



51 





<400> 


14 


V 


TAAGACGGGC AGCTACACCC GCAGCGGTTA CCTGCCAGCT 




<210> 


15 


flS 


<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 




<220> 






<221> 


allele 


H 


<222> 


(26) ... (0) 




<223> 


single nucleotide polymorphism 




<221> 


misc feature 


Q 


<222> 


(0) . . . (0) 


<223> 


Accession number cg41553795 




<400> 


15 




TCCAGCCCAA GGCCAATTTT GATGCGCAGC AGTTTGCAGG 




<210> 


16 




<211> 


51 




<212> 


DNA 




<213> 


Homo sapiens 



51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942011 



<400> 16 



AGGTAGGAGG GCTTGGTCTC CAAACGCCTA TTGTTTCATT CTCCACAGTG C 



51 



<210> 17 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21644442 
<400> 17 

AACAGCCGGC AGATGTAACT GGTACCGCCT TGCCCAGGGT GGGCCCCGTG A 51 

<210> 18 

<211> 51 

<212> DNA 

<213> Homo sapiens 

Q 

'^"i <220> 

'''4 <221> allele 

ry <222> (26) ... (0) 

§;hi <223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41533258 
l\J <400> 18 

rU TCCAGCGCCG GGCAGGAGGG GTCCTAGTTG CCTCCCATCT GCAGAGCTTC C 51 

^2 <210> 19 

.3 <211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996714 
<400> 19 

ATGTGCCCAC TGCATTGGGT TGTCCGGGAG TTGATACTGG TGGGATCACA G 51 

<210> 20 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43259523 
<400> 20 

CAGAATATGG AGGCACAGGA GCTTCTTTTT TATCCACTGT GCTCGTGATA G 

<210> 21 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43057018 
<400> 21 

GAATAAGAAA TTCAATCTGG ATGCATTGGT GACCCATACC CTGCCTTTTG A 

<210> 22 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl395871 
<400> 22 

GTGCTCCAGA GGGGCCAGCA GGCACGGGAA AAACCGAAAC CACCAAGGAC T 

<210> 23 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cgl395871 
<400> 23 

CAGAGGGGCC AGCAGGCACA GGAAAGACCG AAACCACCAA GGACTTGGCT A 

<210> 24 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl395871 
<400> 24 

AGCAATGGGA AAGTTTTTTA AAGGATTGGC TTCTTCTGGT GCTTGGGCTT G 

<210> 25 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl395871 
<400> 25 

CTTCTTCTGG TGCTTGGGCT TGCTTTGATG AATTCAACCG GATTGAGTTG G 

<210> 26 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950268 
<400> 26 

AGCGGCCCAC CATGGCCCTA GGGTCATCAA CAAGTCCAGC AGCAATCATG G 



<210> 27 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918531 
<400> 27 

CCGATGGCTA TGAGCAGGCT GCTCGTGTTG CTATTGAACA CCTGGACAAG A 

<210> 28 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957743 
<400> 28 

CAAGTTCCTC AATAAAGTGG CAGTTTTCAG GTTCTACTGG CTCCACTTCT C 

<210> 29 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43319420 
<400> 29 

TCACCCTCAG GAGGTGGCTG TTCTGTGTCC ACGACAACTA CAGAAACAAC C 

<210> 30 

<211> 51 

<212> DNA 

< 2 1 3 > Homo sapi ens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3001932 
<400> 30 

TCTTCAACAT CGTCTATTGG CTTTATTATG TGAACTAAAA CATGGCCTCC C 

<210> 31 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43975899 
<400> 31 

GGATTTTGGA CAGACTCCTA GATGGTTATG ACAATCGCCT GAGACCAGGA T 

<210> 32 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 32 

GGGCCCACTT CCCCCTGGAC GTCCAGTGGA ACGACCTGGA CTACATGGAC T 

<210> 33 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<22l> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 33 

TGAACGAGCC TTCCAACTTC ATCAGAGGCT CTGAGGACGG CTGCCCCAAC A 

<210> 34 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969076 
<400> 34 

AATTCCAAAT GAGCTCTCCA ACCACATATT TTCTGCGTTT TTGATCCAGA C 

<210> 35 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969014 
<400> 35 

AATTCCAGAT GAGCTCTCCA ACCACATATT TTCTGCGTTT TTGATCCAGA C 

<210> 36 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43065549 
<400> 36 

GGACCATCTC TGTGACCACA CCTGCAGACG CTGTCATTGG CCACTACTCG C 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43065549 
<400> 37 

ACCCCTGGAA TAGAGAGGAT GCTGTGTTCC TGAAGAATGA GGCTCAGCGC A 

<210> 38 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 38 

TGACGTCATC CATGTCCAAT GTCCATACCA TGGCCCCCCC AAAATGCTCT C 

<210> 39 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 39 

GAAGGGATAT AACTGAAGCA ATAAATTTTT CACGGTTGGC AAATGTGGAC A 

<210> 40 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957605 
<400> 40 

AGGACTGTTT TTCATTCAGC TTCAGCGTGA TTCCCATGGG CTCTTCTGTG A 

<210> 41 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40915005 
<400> 41 

ATGTCTCAGG ATTCTACCCA AAGCCTGTGT GGGTGATGTG GATGCGGGGT G 

<210> 42 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40356255 
<400> 42 

TGGCAATAAT AGTGCCTTCC TTGCTTCTTT TGCTATGCCT TGCATTATGG T 

<210> 43 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg44004667 



<400> 43 

CTGTGATATC TACATCTGGG CGCCCTTGGC CGGGACTTGT GGGGTCCTTC T 51 

<210> 44 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43068999 
<400> 44 

AGGGTCTGCG ACAGGGTTAC TTTGTAGAAG CTCAGCCCAA GATTGTCCTG G 51 

O <210> 45 

U <211> 51 

<212> DNA 

<213> Homo sapiens 

]-f& <220> 

•i^ <221> allele 

^ <222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
ly <222> (0) . . . (0) 

V\j <223> Accession number cg41568631 

H 

,=i <400> 45 

ATGGCCAGTG CTGGGTCTTT GCTGGAGTGA CCACCACAGT GCTGCGCTGC C 51 

<210> 46 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 46 

GCTCTGTGGA GTCCATCAAG AATGGGCTGG TCTACATGAA GTACGACACG C 51 



<210> 47 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41603916 
<400> 47 

GCATCCAGTG GGTAGGGGAC CCTCGTTGGA AGGATGGCTC CATTGTCATA C 

<210> 48 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41603916 
<400> 48 

TACACAACCT AGACTACAGT GACAACGGCA CGTTCACTTG TGACGTCAAA A 

<210> 49 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg34317662 
<400> 49 

AGTCCCTTCT CCGTGGCACC TACGCCTATG GTTTTGAGAA GCCCTCTGCC A 

<210> 50 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983917 
<400> 50 

AGTCTTACTT TGCCATTAAC CACAATCCCG ACGCCAAGGA CTTGAAGCAG C 

<210> 51 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43983917 
<400> 51 

ACTTTGCCAT TAACCACAAC CCCGATGCCA AGGACTTGAA GCAGCTCGCG C 

<210> 52 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42730678 
<400> 52 

TGGAGCGAGC GTGGATCCAG TTCGCTGCGG GGTTGTTTGG GTCAAGTTGC T 

<210> 53 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

misc_feature 
(0) . . . (0) 

Accession number cg42714160 



<221> 
<222> 
<223> 



<400> 53 

GTTACCAGAC GCTGGAGCTG GAGAAAGAGT TTCACTACAA TCGCTACCTG A 

<210> 54 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43959084 
<400> 54 

TCAGGTAGCG ATTGTAGTGA AATTCCTTCT CCAGCTCCAG GGTCTGGTAG C 

<210> 55 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42359655 
<400> 55 

GGGAAGCATT TGCCAATCAG TCCAGGGCGG AAAGGGATGC CTTCCTGCAG G 

<210> 56 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42359655 
<400> 56 

ACAGCCAGCG GTTTGGCCTG CACCATGTCA ACTTCAGCGA CAGCAGCAAG T 

<210> 57 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42359655 
<400> 57 

ATCTGGTCAC CCTGCAGAAC CTGGGTGTGT CCCACTACCG TTTTTCCATC T 

<210> 58 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 58 

TGGTGTGGGC CTTGGTGAAC TCTAGAACGC GGCTAATGTC TCCTGGTTTG G 

<210> 59 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43922672 
<400> 59 

GGAAGCTGAC TCCAGAGGCC ATGCCTGACC TCAACTCCTC CACTGACTCT G 

<210> 60 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 
<400> 60 

GTAGTGAGGA ACAAGCCAGA GCTGTCCAGA TGAGTACAAA AGTCCTGATC C 

<210> 61 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942050 
<400> 61 

AGTTGGAAGT GAATGGATCG CAGCATTCAC TGACCTGTGC TTTTGAGGAC C 

<210> 62 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43145505 
<400> 62 

TAAATATTCG AGACATTGAC AAGATTTATG TTCGAACAGG TATCTACCAT G 

<210> 63 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918241 



<400> 63 

AGATCTTTGA GGAAGGGGAA TCTGATGATG AGTTTGACAT GGATGAGAAT C 



51 



<210> 64 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 64 

TTCTGACGCA CATGTTTTGT ACATTTCAGA CCAAGGAAAA CCTCTTTTTT G 51 

<210> 65 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969763 
<400> 65 

TTAGTATCAT TCACTGTGAT CTAAAGCCTG AAAATATCCT TCTTTGTAAC C 51 

<210> 66 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42879455 
<400> 66 

AGGTATATAC CATCATGTAC AGTTGCTGGC ATGAGAAAGC AGATGAGCGT C 51 



<210> 67 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42659872 
<400> 67 

TGGCTCCGGC TACACCAACA TCATGCGGGT GCTAAGCATA TCCTGAGACG C 

<210> 68 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42506800 
<400> 68 

GCTTGCCAAT TTCTCGTCTG TATGCCAAGT ACTTTCAAGG AGATCTGAAT C 

<210> 69 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43 966621 
<400> 69 

CTGTGGAGTA CATGTAGCTG AAGAGTCGCT CAATCTTCCT CAAGGGAACA C 

<210> 70 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 70 

ACATCATATT GGCGCTGCTG ACGGGTGTAC TGCCCCCTGG CATGCTAGAT G 

<210> 71 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 71 

CAGTGTAGAA ATAGGGGTGC TCCATGGCCT CTCTTGCAGT AAGCCGTGAC T 

<210> 72 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . , . (0) 

<223> Accession number cg44131752 
<400> 72 

AGCTCAATGG TGGCTCTGCG TGCTCATCCC GAAGTGACCT GCCTGGTTCC G 

<210> 73 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969473 



<400> 73 



AATTCAACCC ACTCATCTAT GGCAACGATG TGGATTCTGT GGATGTTGCA A 



51 



<210> 74 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44025829 
<400> 74 

AGACCCCGCC GTCCCCTGGC CAAGCCGTGG AGTGCTGCCA AGGGGACTGG T 51 

<210> 75 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43318277 
<400> 75 

CTCACGCTTT GCAGTCATCT GGTCCACCTA GCACTCCCTC CTCTCCTCGG C 51 

<210> 76 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966144 
<400> 76 

TTAACACGAG GGAGCCTGTG ATGCTAGCCT GCTATGTGTG GGGCTTCTAT C 51 

<210> 77 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 77 

CCCCTGTGAT CAATATCACC TGGCTGCGCA ACGGCCAAAC TGTCACTGAG G 51 

<210> 78 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 78 

CACCACCAGA TGCCATGGAG ACCCTAGTCT GTGCCCTGGG CCTGGCCATC G 51 

<210> 79 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 79 

CCATGGAGAC CCTGGTCTGT GCCCTAGGCC TGGCCATCGG CCTGGTGGGC T 51 

<210> 80 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 80 

TGGTCTGTGC CCTGGGCCTG GCCATTGGCC TGGTGGGCTT CCTCGTGGGC A 51 

<210> 81 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 81 

TGGGCCTGGC CATCGGCCTG GTGGGGTTCC TCGTGGGCAC CGTCCTCATC A 51 

<210> 82 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 82 

TCGGCCTGGT GGGCTTCCTC GTGGGTACCG TCCTCATCAT CATGGGCACA T 51 

<210> 83 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 



<400> 83 

GTTTCCTCAT TAGCCCTGTG ACCCCTGCAC ACGCAGGGAC CTACAGATGT C 



51 



<210> 84 

<211> 51 . 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 84 

TTGACATCTA CCATCTATCC AGGGAAGGGG AAGCCCATGA ACTTAGGCTC C 

<210> 85 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 85 

CTTCTAGTAG TTGGCCTTCA CCCACAGAAC CAAGCTTCAA AACTGGTATC G 

<210> 86 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 86 

GGTACTCAGT GGCCATCATC CTCTTTACCA TCCTTCCCTT CTTTCTCCTT C 

<210> 87 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 87 

TGGCCATCAT CCTCTTCACC ATCCTCCCCT TCTTTCTCCT TCATCGCTGG T 

<210> 88 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984759 
<400> 88 

AGGAGCTCAA GCGTGAGGCC GAGACTCTAC GGGAGCGGGA AGGCGAGGAG T 

<210> 89 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg39660131 
<400> 89 

TCATGGGCAA CCTAAGGCAC AAGTGTGTGC GCAACTTCAC AGCGCTCAAC G 

<210> 90 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg44963814 
<400> 90 

CGGAATACCT GGCCATCACC TCTGAGAGCA AAGAGAACTG CACGGGCGTC C 

<210> 91 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 91 

AGAGTGGCGA GTGGGTCATC GTGGATGCCG TGGGCACCTA CAACACCAGG A 

<210> 92 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 92 

ACAACACCAG GAAGTACGAG TGCTGTGCCG AGATCTACCC GGACATCACC T 

<210> 93 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000465 
<400> 93 

AGAGGCTCTT TCTGCAGAAA CTTCCCAAAT TACTTTGCAT GAAAGATCAT G 



<210> 94 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30421838 
<400> 94 

GTCTAGGATG GAGATCCTAC AAACATGTCA GTGGGCAGAT GCTGTATTTT G 51 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30421838 
<400> 95 

ATAACTTGCA TGATCTTGTC AAACAGCTTC ATCTGTACTG CTTGAATACA T 51 

<210> 96 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947341 
<400> 96 

TTACGTCGCC AAATTCCCAG GGCACGTTGC GCACGAACTT CAGTACGGGA T 51 

<210> 97 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<210> 
<211> 
<212> 
<213> 



95 
51 
DNA 



Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43939230 
<400> 97 

TCCCTGTGAC CCAGGCAGGT GCATGGGTGA CACTGGTCGT GACCTGGCCA G 

<210> 98 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42674136 
<400> 98 

CGGCACACAG GCCGCTCGCC GGAGCTGTGG CCCACCCCCA GCCCCTGGCC A 

<210> 99 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41972699 
<400> 99 

AGAACTCGCG GGTCTCCCAC TACATTATCA ACTCGCTGCC CAACCGCCGT T 

<210> 100 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg42849556 



<400> 100 

CTGCAACTAC CTTGAACCAG TTGAGTTGCG GATCCACCCT CAGCAGCAGC C 51 

<210> 101 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996195 
<400> 101 

CAGCATGACC TGGCACTGTA CTTCGAGGAA AGTTGGGGAT TTCACCGTAG T 51 

<210> 102 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996195 
<400> 102 

TTGCAACTTG AGGTCGGTGC TTAGTATGAG ACAGAAGCCA TTCTGCAGTG T 51 

<210> 103 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948227 
<400> 103 

TTTACAGTTT TCTTACTGCA TCATCTATGT CAGAAATCTG TTCCTTCAGC T 51 



<210> 104 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43333426 
<400> 104 

AGAGCCACTA CAAGGTGGAC TACTCGCGTT TTCACAAGAC CTACGAGGTG G 51 

<210> 105 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43051431 
<400> 105 

TCACACCTGT CCTGACCCTG GAGGACGGGT TCTACGAAGT TGACTACAAC A 51 

<210> 106 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43920929 
<400> 106 

GCAGGATCAC CTGCACCCTC TTGGGGACCA TGATGCTCAT CCAGCTGTCT A 51 

<210> 107 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43059041 
<400> 107 

AGTCAGACAC CAGCTTAGAA ATGACTATGG GCAATGCCTT GTTTCTTGAT G 

<210> 108 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40148056 
<400> 108 

GGAGGACAGG CT^CTCATCA CCGAATTAGT CATCAGCAAG ATGAACCAGC T 

<210> 109 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42894986 
<400> 109 

ACCCGTTCTT CTGCCCACCC ACTGAAGCCC CAGACCGTGA CTTCTTGGTG G 

<210> 110 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> 'Accession number cg43961212 



<400> 110 

TCTGGAAGCC GGACATCCTC TGAGCGAGTC GACTGATCCG CTGGCGAACC A 

<210> 111 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42898003 
<400> 111 

TCATCAGAGA TTCGATCTCC TCGTCAGTCA CGTGCTCCCC GGAGGCCCTG A 

<210> 112 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960684 
<400> 112 

GCTTTGAGGA GGAGGCGCGG TTGCGGGACG ACACTGAGGC GGCCATCCGC G 

<210> 113 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958714 
<400> 113 

TTCGGAAAGG GCAAGCAGTG ACCCTCATGA TGGATGCCAC CAATATGCCA G 



<210> 114 
<211> 51 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 114 

ACACCCACAG CAGTTTTGGT TTAGGTTTAT CTGTAAATGG AAGGTTCTGG C 

<210> 115 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968419 
<400> 115 

TCTTCTCCAA CAGTCTGCCA CCCGCTGTCG TTGGCTGCGC CTCCAAGGCC C 

<210> 116 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 116 

TTGTGGTCCT GGCCTCGCAG TTCCTATCCC ATGACCCAGA ACAGCTCACC A 

<210> 117 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 117 

TCACAGGGAA AATTCAACGA GCCAAACTTC GAGACAAGGA GTGGAAGATG T 

<210> 118 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41084924 
<400> 118 

TGACTCTCCC CGACCCGTCC CACCATGGTC TCCACAGCAC TCCCGACAGC C 

<210> 119 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41084924 
<400> 119 

TCCGCAAGGC CTTCCTGAAG ATCCTTCACT GCTGACTCTG CTGCCTGCCC G 

<210> 120 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41084924 



<400> 120 

TCCTCGTCGC CACACTGGTC ATGCCATGGG TTGTCTACCT GGAGGTGGTA G 



51 



<210> 121 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 121 

TTGCTCTTTG CTGGTTCCCT CTTCATTTAA GCCGTATATT GAAGAAAACT G 51 

<210> 122 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 122 

TATTGAAGAA AACTGTGTAT AACGAGATGG ACAAGAACCG ATGTGAATTA C 51 

<210> 123 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44930578 
<400> 123 

ACGTGAACAC CGACATCTAC TCCAAAGTGC TGGTGACCGC CGTGTACCTG G 51 

<210> 124 
<211> 51 
<212> DNA 



<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003519 
<400> 124 

ATTCCTTGAT TGCTAGGACC CTTTATAAAA GCACCCTGAA CATACCTACT G 

<210> 125 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003519 
<400> 125 

CTTATGCTGT GATCATTTCA GTGGGTATCC TTGGAAATGC TATTCTCATC A 

<210> 126 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43969010 
<400> 126 

TCCGAAAGAA GTCTTGGGAG GTGTATCAGG GAGTGTGCCA GAAAGGGGGC T 

<210> 127 

<211> 51 

<212> DNA 

<213 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> Tnisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43263108 



<400> 127 

AGACACCCCT TTCCCAGCTC GCCTCAGGGA GGAGGGACCC AAGGGCCCCC T 

<210> 128 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43263108 
<400> 128 

GCCCCTCGGC CTTCGCGGTG CTGGTGACCG GACTGGCGGC CACCGACCTG C 

<210> 129 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43267238 
<400> 129 

CCAGACTGGT CCTGGTGGTG GTGGCGGTCT TCGTCGTCTG CTGGACTCCC A 

<210> 130 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43267238 



<400> 130 



CAGCACTCAC CATGGAATCC CCGATTCAGA TCTTCCGCGG GGAGCCGGGC C 



<210> 131 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43267238 
<400> 131 

CGATCCAGAT CTTCCGCGGG GAGCCTGGCC CTACCTGCGC CCCGAGCGCC T 

<210> 132 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264978 
<400> 132 

TGGATCTGCA CCTCTTCGAC TACTCCGAGC CAGGGAACTT CTCGGACATC A 

<210> 133 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3001696 
<400> 133 

CGCTGCACCT GTGCATCGCG CTGGGTTACG CCAATAGCAG CCTCAACCCC G 

<210> 134 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3001696 
<400> 134 

TGGCTGTGAC CCGTCCCCGG GACGGTGCAG TGGTGTGCAT GCTCCAGTTC C 

<210> 135 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42704646 
<400> 135 

TGGCCTTCCC GATCACCATG CTGCTGACTG GTTTCGTGGG CAACGCACTG G 

<210> 136 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43326635 
<400> 136 

GGGATGCCAC CTTCTGCTTC ATCGTGTCGC TGGCGGTGGC TGATGTGGCC G 

<210> 137 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> Tnisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg3003708 
<400> 137 

CCATCTCCTT CTGTGGCTGT CTCACGCAGA TGTATTTCGT TTTCATGTTC G 

<210> 138 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003708 
<400> 138 

GGTGGAAAGC CTTCTCCACC TGTGGCTCTC ACCTGGCTGT GGTTCTCCTC T 

<210> 139 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003708 
<400> 139 

ACAGCACCAT CATTGCTGTG TATTTCAACC CTCTGTCCTC CCACTCAGCT G 

<210> 140 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg36729339 



<400> 140 

ACTCTCCAAT GTACTTTTTC CTCTCTAACC TCTCCTTCTT GGACCTCTGC T 



<210> 141 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
<400> 141 

GACATCAGGC GCACGGTGCC AACCTGCGCC ATCTGCAGGC CAAGAAGAAG T 51 

<210> 142 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
<400> 142 

AGGCGCACGG TGCCAACCTC CGCCACCTGC AGGCCAAGAA GAAGTTTGTG A 51 

<210> 143 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
<400> 143 

CAGCCTTCTC CATGCCCAGC TGGCAACTGG CACTGTGGGC ACCAGCCTAC C 51 

<210> 144 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 144 

CCTGTGCTGA TCTGGTCATG GGCCTAGCAG TGGTGCCCTT TGGGGCCGCC C 51 

<210> 145 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 145 

CTTGCCCATT CAGATGCACT GGTACAGGGC CACCCACCAG GAAGCCATCA A 51 

<210> 146 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336100 
<400> 146 

TTGGAAGCGT GCATCCAGTG AGACCTATGA GGCTTGAGTC TTTTAGTGCC T 51 

<210> 147 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg21646034 
<400> 147 

GTGTGAGCAG AGATGCCAGA ACCAAGGTGG ACCGAACACC ATTACATATG G 

<210> 148 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916882 
<400> 148 

TGGCAGCTAC CAGCACACTG CCTCCGCCGT CAATAAAGGC ACTGATGGTC T 

<210> 149 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 149 

TGGCTCCCAT TGTCTGGGAG GGCACGTTCA ACATCGACAT CCTCAACGAG C 

<210> 150 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 150 

ACGTGGACAT GGAGTTCCGC GACCATGTGG GCGTGGAGAT CCTGACTCCG C 



<210> 151 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 151 

ACGTGGGCGT GGAGATCCTG ACTCCACTGT TCGGCACCCT GCACCCCGGC T 51 

<210> 152 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 152 

GGCCCCAGTC CCAGGCCTAC ATCCCTAAGG ACGAGGGCGA TTTCTACTAC C 51 

<210> 153 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 153 

ACGAGAGCCA CCTGAACAAG TACCTACTGC GCCACAAACC CACCAAGGTG C 51 

<210> 154 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44000740 
<400> 154 

GGGGAGATAC TGGCTCACCC AGGAACACAG GGAACATCAC CTTATGCCAC A 

<210> 155 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38869466 
<400> 155 

ACGCAGTGGC CGTGGGCTCC CTCTGTGCTC TTTCCGCCAG TCTTCTAGGT T 

<210> 156 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 
<400> 156 

CCATCGCCAC GCTCCCTCTG TCCTCGGCCT GGGCCGTGGT CTTCTTCATC A 

<210> 157 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43964039 
<400> 157 

GATGGAACAG CTCCTCGGGT GTCTTATCAC TTTGGCTGGC TCCCCCCTGC C 51 

<210> 158 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992017 
<400> 158 

GCGGCTGCTG GTGGATGGGT GGGCGGGGGG TGCAGCCTCC ACCCCCTCCC C 51 

<210> 159 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948629 
<400> 159 

CGCCTGTAAT GGCTGTGAAC ATGCTTACCC AGCAGGAGGT CCCTGTCGTT A 51 

<210> 160 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 160 

CATTGACTAG GGGCTGTGGG GGCATGCGCC CAGGTGTCCC TCCATCAGAG G 51 



<210> 161 



<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 161 

AGCAGGCCAA GAGAGATCTG TGGAATGCAT CTTGTTCCAG AATACCAGAT A 51 

<210> 162 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43055918 
<400> 162 

CGCTGGCATA GGACATGGCG GGCTTTCCCC CCGCAGAGCT CTGGGGGCTA C 51 

<210> 163 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43974592 
<400> 163 

AAATAACAAG GCATTGAAGA ATGGCAGACG AGCGGAAAGA CGAAGGAAAG G 51 

<210> 164 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956384 
<400> 164 

AAGGACGCAA CGCTGCCACC ATGGATAGTA GCACCTGGAG CCCCAAGACC A 51 

<210> 165 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44025634 
<400> 165 

TGAAAGTATT CAATCCCAGA AGGAAGCTGG AATTTGCCCT TCTGTTTCTA G 51 

<210> 166 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43940037 
<400> 166 

GCTGGCGCAC TGCTAGCCTC AGAGGAGCCA GCACCTCCTC AGCCCCCGCG C 51 

<210> 167 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024279 



<400> 167 

AAAACCAGCT ACCTGCCTTT CTGGAGGAAC TTTGCCATGA GAAAGAAATT T 



51 



<210> 168 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926814 
<400> 168 

CATGAGTTTT GATCCCAGCT CTTCTTTCCC TGGCTTTCTG GGCCATTTCT C 51 

<210> 169 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40918088 
<400> 169 

TTGGAGCTGG AATTACTGTG TATGAGGCCT TAGCAGCTGC TGATGAGCTT T 51 

<210> 170 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966985 
<400> 170 

TCAACACCTA CGTCCACTTC CAAGGTAAGA TGAAGGGCTT CTCCCTGCTG G 51 



<210> 171 
<211> 51 




<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polyrnorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43924009 
<400> 171 

TGGCTTGCAC AAATTGCTTG AAGACTCGAT CCATGTAAGT GGACTGTCTT G 

<210> 172 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 172 

CTGGGCAGCT GCCCTCACAG TAGTTGCCGT AGTAGCCGGT GGGTGCTATG A 

<210> 173 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42913861 
<400> 173 

GCCGAGCCTG CACCACCACA AAGGGTCGGT GCGACTCTTC GCCTGGGTCC A 

<210> 174 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929685 
<400> 174 

CATAGAAGGC CAGGAGTCAG GAGACTTGGG TTCTGTCCTG GATTATACAC C 

<210> 175 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929685 
<400> 175 

GGAGTCAGGA GACCTGGGTT CTGTCTTGGA TTATACACCA GCTCACTGAG G 

<210> 176 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918561 
<400> 176 

CCATGCCCAC CCCCGACGCC ACCACCCCAC AGGCCAAGGG CTTCCGCAGG G 

<210> 177 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42343176 



<400> 177 

ATTTAATGAA TTTCCTGAAG ACTGTGAGAA GTACAACTGA GAAATCCCTT T 

<210> 178 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956382 
<400> 178 

AAAACAATGA TATCGATGAA GTTATTATTC CCACAGCTCC CTTATACAAA C 

<210> 179 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984681 
<400> 179 

CACCATGAAG CAGTTGCTGC GGGCCTTGGA GGAGGGCCGC GTGCGGGAAG T 

<210> 180 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984681 
<400> 180 

TCCTGTACAA AGACAGGAAC CTCCATATTC CCACCATGGA AAATGGGCCT G 

<210> 181 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950996 
<400> 181 

CTGCGGTGGA GACGTCAGAG CTGCCGGGGG AGGGGGCTCC TGCGCCACAG C 

<210> 182 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024506 
<400> 182 

ACCAGCTGCT CGTAGTACAC AGGCAAGCAC TTCTCCTTGC CTACCTCCAT G 

<210> 183 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980381 
<400> 183 

CTACCGCCAA CTATGACTTT GTCCTGAAGA AGCGGACCTT CACCAAGGGA G 

<210> 184 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> inisc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42650960 
<400> 184 

TCCCCTGGCA GAACTACCAC CTGAATGACT GGATGGAGGA GGAATACCGC C 

<210> 185 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43249389 
<400> 185 

ACATCCAGGT GGTGTTCGAC GCCGTTACCG ACATCATCAT TGCCAACAAC C 

<210> 186 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946951 
<400> 186 

CAGTGACGGC AGGGTCAAAG TCCTTAGCGT AGCCCTCGTT AAGGCTGTAG A 

<210> 187 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43248117 



<400> 187 



AACCAGCCCA CTGTGAGAAG ACCACCGTGT TCAAGTCTTT GGGAATGGCA G 



<210> 188 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44027049 
<400> 188 

CCACAATGTT AGGAGGGTAT TTTTATATCC CTCCAGTTAA CAAATACAGC A 

<210> 189 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43982075 
<400> 189 

CTGCCATCTT TCAGCCCTCT GAAACTGTGT CCAGCACAGA ATCTTCCCTG G 

<210> 190 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 190 

GCGCTTCCCA GGTCCGGACA ATTCGTCAGA CTATTGTCAA ACTGGGGAAT A 

<210> 191 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 191 

GGCAGCTGAA GATCACCAAT GCTGGCATGG TGTCTGATGA GGAGTTGGAG C 

<210> 192 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 192 

GCGAGGTGTT TGTGTCCAAT ATCCTTAAGG ACACGCAGGT GACTCGACAG G 

<210> 193 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 
<400> 193 

TGTACACTGC CAGAAAAGGA AAAGGGGCCT TTTGTAATGG TCAAAAACTA C 

<210> 194 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985220 
<400> 194 

TCTTGGTGAC TGAGTTGGGC TCTTCTAGAA CACCAGAGAC TGTGAGAATG G 

<210> 195 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946394 
<400> 195 

TAGAGCGCAC ACAGGCCTCC AGCTGGGCCA TGTCCGTCTC ATCATCCCAA G 

<210> 196 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43119818 
<400> 196 

CTGACAGCTA CAGGCTCTTT CAGTTTCATT TTCACTGGGG CAGTACAAAT G 

<210> 197 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43118279 
<400> 197 

AGAAGTTGAA GGGGCTGGTG CCACTGGGAC CCGAATCAAG TCGACACACT A 



<210> 198 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43325007 
<400> 198 

TGGGTTCAGG GATGTAGCCC TTCTCCACAG CCAGGCGGCT CAGGGCAAAC A 

<210> 199 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39524111 
<400> 199 

GCCAATATAG GATAGGGCAC TACAGGTTCC GGTACAGTGA CACCCTGGAG C 

<210> 200 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43280516 
<400> 200 

ACGGGGAGGA GCTGCAGATG GAACCTGTGT GAGGTGTCTT CTGGGACCTG C 

<210> 201 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43963913 
<400> 201 

AGAGGTTGGG GGGCGCCGAG CGCGAACGGC CCCGAAAGGG GCTGGGCTCC T 

<210> 202 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40262905 
<400> 202 

TAGTGAAAGG CCTGAAATAT ATGCTCGAGG TGGAAATTGG CAGAACTACC T 

<210> 203 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918168 
<400> 203 

CTCCATCAAC AGCATCCGGA CTGCACGGCG GCTCGCCGTG CGGCTGGGGC C 

<210> 204 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg4 32 59701 
<400> 204 

CGACGAGGTG CTACGCGAGG GCGAGTTGGA GAAGCGCAGC GACAGCCTCT T 

<210> 205 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl527767 
<400> 205 

TTTTTTCCAG CTTACAATGG TACAGGCAGG AGCCTGGGGA AGGTCCTGTC C 

<210> 206 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40968986 
<400> 206 

AGAAGAGAGC CTGTGACACT GCCACTTGTG TGACTCATCG GCTGGCAGGC T 

<210> 207 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i en s 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42550133 
<400> 207 

TCATCCTGAG TTCTAAGAAG CTCCTCCTCA GTGACTCTGG CTTCTATCTC T 



<210> 208 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 208 

CTCTGGTTGT CCACGAGGGA GACACCGTAA CTCTCAATTG CAGTTATGAA G 

<210> 209 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41664708 
<400> 209 

AAGTCTGTGC TGATCCACAA GCCACGTGGG TGAGAGACGT GGTCAGGAGC A 

<210> 210 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43300673 
<400> 210 

AGGGAGGCGG GGAGGGTAGC ATGGGCACAC GGCCCTCACA GGGACTCACT 



<210> 211 
<211> 51 



<212> DNA 

< 2 13 > Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43284434 
<400> 211 

AGTTGAAATC AGAGAGGAAT AAAAAAGACA TTTTATATTT TATTCTGCTC C 

<210> 212 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43132502 
<400> 212 

TAAGCATGAG GTGGCACGAG GCAGGCGTTG GCGATGCCAC CTGGGGGTCA C 

<210> 213 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 213 

GGTCCCCTTG CTTTATCCCA AGCTCTGAGG GACGCAGCCT GGCATGGCTC T 

<210> 214 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 214 

GTCCCCTTGC TTTATCCCAA GCTCGTAGGG ACGCAGCCTG GCATGGCTCT G 

<210> 215 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 215 

CTTTATCCCA AGCTCGGAGG GACGCGAGCC TGGCATGGCT CTGGCCTAGC A 

<210> 216 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 216 

TAGCAGCCAG GTGACATGGC CAGGCTACCT TCCTGTACAG GCACTGTGGG C 

<210> 217 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc_feature 
(0) . . . (0) 

Accession number cg43931765 



<400> 217 

GCCAGGTGAC ATGGCCAGGC ACCTTTCCTG TACAGGCACT GTGGGCTCCT G 



51 



<210> 218 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 218 

AGGTGACATG GCCAGGCACC TTCCTTGTAC AGGCACTGTG GGCTCCTGGC C 51 

<210> 219 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 219 

AGGTGACATG GCCAGGCACC TTCCTTGTAC AGGCACTGTG GGCTCCTGGC C 51 

<210> 220 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931765 
<400> 220 

AGGTGACATG GCCAGGCACC TTCCTTGTAC AGGCACTGTG GGCTCCTGGC C 51 

<210> 221 
<211> 51 
<212> DNA 



< 2 1 3 > Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43952088 
<400> 221 

AATCCACAAT CGGCATCAGG AAGCCCAAGT CCCAGTGGCC ATTAGGGTCC T 

<210> 222 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010957 
<400> 222 

TCCCTATGAG CCTGCAAAGG AGACATTCAG GAATGAGTTC CATGTTCGAG A 

<210> 223 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 223 

CAGTGCATCT GGGAAGATTT CTACCCGACC AACAGTTCCT TCAGCTTCCA T 

<210> 224 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 



<400> 224 

CAACAGTTCC TTCAGCTTCC ATTTCACCCC TCATTTATCC CTCAACCCCC A 51 

<210> 225 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 225 

TGCTCTCCTT TCCCCTGCCC CCAGAACTTT TATCCACTTA CCTAGATTCT A 51 

<210> 226 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43264626 
<400> 226 

TGGCCACAGT GAAAAAGGTC ATGGGAGGAG AGAAGCAAAG TAGGAAGGAT C 51 

<210> 227 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43011543 



<400> 227 



ACCGCACCCT TTCCACCGGT GGGGGGCCCA GTGAAGTTTA ACAAACTGCT G 



<210> 228 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43011543 
<400> 228 

CATACCACGT TCACTGCAAG GGGGGGAACG TGTGGGTTGC TCTATTCAAG A 

<210> 229 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933757 
<400> 229 

GAAACCCAGT AGGCTCCTGG AGGCCCTGGT CAGCTTGCTT GGAATCCAGC A 

<210> 230 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41553795 
<400> 230 

TGGTGGTGCT ACCCTTGGCC TCCCAGAGTC CTGCCACCCT GCTGCCGCCA C 

<210> 231 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 
<400> 231 

AGCCCTTCTC CACCCGGATA GATTCTTCAC CCTTGGCCCG CCTTTGCCCC A 

<210> 232 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42542496 
<400> 232 

ACCCGGATAG ATTCCTCACC CTTGGTCCGC CTTTGCCCCA CCCTACTCTG C 

<210> 233 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41533258 
<400> 233 

GTGCCTGGAC ATTTGCCTTG CTGGATGGGG ACTGGGGATG TGGGAGGGAG C 

<210> 234 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2753430 
<400> 234 

ACGACTTTGA GCCTCGCGAT CTTTTGAGTC CAACGTCCAG CTCGTTCTCT G 

<210> 235 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44036323 
<400> 235 

TGCGGCTTAA AAGGGCAACC CGCGCCGGAC CCTTCCTCCC TAGTCGCGGG G 

<210> 236 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918671 
<400> 236 

GAGAGACCAT TTACTTACAT CAGTTTGGTT TATAGACATT TGAATCATAT C 

<210> 237 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43057018 



<400> 237 

AGTTTCATTA TACTTTTCTC TCCACGTTTT GTCTATGTTG AAAATTTTCT G 



<210> 238 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005808 
<400> 238 

ACAAGACAGA AGCTGAAGTG CATCCCAAAG GTGCTCAGAG AGCCGGCCCG C 

<210> 239 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44005808 
<400> 239 

TCTTCCTTCT CCAGCCGGCA GGCCCGCGCC GCTTAGGAGG GAGAGCCCAC C 

<210> 240 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 240 

TGGCGAGTCC AGGGTCACCC ACATAACCAT GCACCACGGG TGCTATGCCG C 

<210> 241 

<211> 51 

<212> DNA 

<213> Homo sapiens 



• 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 241, 

GAGTCCAGGG TCACCCACAT ACCATTGCAC CACGGGTGCT ATGCCGCTTC T 51 

<210> 242 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 242 

TACCATGCAC CACGGGTGCT ATGCCACTTC TTACAGGACC TTTTTAGCCC T 51 

<210> 243 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220>. 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<22 3> Accession number cg43956159 
<400> 243 

CCTGGAGGCA ACTGGGTAGG GTGCACAACG GCATGCTTTG GCTGGAACAC G 51 

<210> 244 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43956159 
<400> 244 

CAGAACGGCA TGCTTTGGCT GGAACCACGC ATCCCTCCTT CCACGGCCGG C 

<210> 245 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 245 

CAGAGCTAGC TCTGGCTCTT CAGGCTACAA GTTCACAGTC CTTCGCTCCT G 

<210> 246 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 246 

GTCCTTCGCT CCTGAGCACC AGGTTCAGTC TCCAGGAAGG GATTTGGTGA A 

<210> 247 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 247 

GATACCTTTG CGTGGATCAA GCTTGCTGTA CTTGACCGTT TTTATATTAC T 



<210> 248 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 248 

CAAAAAAATT TATAAACTAA TTTTGGTACG TATG7UVTGAT ATCTTTGACC T 

<210> 249 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 249 

CCTCCTTCTC CCCCTTTCCC CTCCCCGCCC CCACCTTCTT CCTCCTTTCG G 

<210> 250 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 250 

CTGCCCTGCC ACCTGTCTGT CTGTCTCCAA AGAAGTTCTG GTATGAACTT G 

<210> 251 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> {26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 251 

CTGCCCTGCC ACCTGTCTGT CTGTCTCCAA AGAAGTTCTG GTATGAACTT G 51 

<210> 252 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984905 
<400> 252 

TCCCTCCAGG ACTAGGCTGG AGGAACCCAG TGGGGTCCCC CCTGAGTGGG C 51 

<210> 253 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984905 
<400> 253 

CACATGTGGG GACAGGGCTG GTGTGCCTGC TCCCAGCCTC TTGCTCAGAG C 51 

<210> 254 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43992911 



<400> 254 

CTAAAGTCGG AGTATCTTCT TCCAAAATTT CACGTCTTGG CGGCCGTTCC A 51 

<210> 255 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 255 

TTTCTAGAGG GGGTCTGTTG AAGATATGTA ACTAGTACAC CCCAACCCCC A 51 

<210> 256 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 256 

CCCCAACCCC CAACCTCAGT GGAAAGCAAT GCCCAGGGAT TAGGCTATGG A 51 

<210> 257 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43318219 
<400> 257 

GCGCAGGTCA GAGGGCGGCC GCAGCGGGCC TCCGCGAGGT CCCCACGCCG G 51 



<210> 258 



<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967861 
<400> 258 

CTCTATACTG TACACTCACC CATAATCAAA CAATTACACC ATGGTATAAA 

<210> 259 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43967861 
<400> 259 

TCTATACTGT ACACTCACCC ATAATCAAAC AATTACACCA TGGTATAAAG 

<210> 260 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965366 
<400> 260 

GCCGAATAGC CTGGGTTTGG AAAAGTATGT TTTTGAAATA TGTGGGATCT 



<210> 261 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43965366 
<400> 261 

TACTGACCTA AATCACACCC TAGACTTATC AGAGGGAAAT TCTGACCATA A 51 

<210> 262 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322513 
<400> 262 

TGTCCTTGAA GAACATGCAC TTGGCGCGGA TGGCACAAGC AAAATGGTAG A 51 

<210> 263 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 
<400> 263 

CCCGCGCCCC AGTAGGAGCC CCGCGGCCCA GCAGGTGCGG CGCGCACGGA G 51 

<210> 264 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 
<400> 264 

CCAGCAGGTG CGGCGCGCAC GGAGCGCGCC GGCCGGCGGC TTCTCCCGGA G 51 

<210> 265 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 
<400> 265 

TGAAACTTGA AACCGCCTCT GGAGCTGCCA TTCTGCAGAG TATTTGGAAA A 51 

<210> 266 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980506 
<400> 266 

TCCAAGAAAG GGTCATGGAA GCTTACTGGG AATAATCCTC TCAATTAGAA A 51 

<210> 267 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43961305 



<400> 267 

GGGGGGTTTT tTTTTTTTTT CTCTGTTTTT ttTTTTTTTT xTTTTTTTTT T 

<210> 268 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 268 

CTGGGGGTTT TCGGGGAGGA ACCAAGGCTC ACGGAGCCTC CTGTGCTGCA 

<210> 269 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 269 

GGGGGTTTTC GGGGAGGAAC CAAGGCTCAC GGAGCCTCCT GTGCTGCAGT 

<210> 270 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 



<400> 270 

GAGTTAATTT ATGTAAGTCA TATTTTATAT TTTTAAGAAG TACCACTTGA A 51 

<210> 271 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42908571 
<400> 271 

CTTACCTCAA ATAAATGGCT AACTTTATAC ATATTTTTAA AGAAATATTT A 51 

<210> 272 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42164914 
<400> 272 

CAGCCCCCAT TGTGGTCACA GGAAGCAGAG GAGGCCACGT TCTTACTAGT T 51 

<210> 273 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958501 



<400> 273 



CCCAACCTGG GTTTGGCAGA CATCAGAATG ATGGAGTACA TTTTGCAGAT A 



51 



<210> 274 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958501 
<400> 274 

CACCCCCAGG TTCTCCTAGT TCAGAAAAAA GCTGTGAAAG TGGAAGAAGG A 51 

<210> 275 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 275 

TTTATTCTAT TCCTATCTGT GGATGGGTAA ATGGCTGGGG GGCCAGCCCT G 51 

<210> 276 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42879455 
<400> 276 

AGCCTTTGTG CTCCCACTCA ATACACAAAG GCCCCTCTCT ACATCTGGGA A 51 

<210> 277 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42879455 
<400> 277 

AAAAAGGCCC CTCTCTACAT CTGGGGATGC ACCTCTTCTT TGATTCCCTG G 

<210> 278 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 278 

AGCAACTTGG CTGAGCCCCA CTACATACAG AGAAATCATC AACCTGACTT A 

<210> 279 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 279 

TAAGAGTTTT CAAGATGTCA AACTTAAGGC TGATCAGCAG ATGGGATGTG A 

<210> 280 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43971741 
<400> 280 

TTTTTAAAAA TCCATCCACA CACATTGGTA AATTAAGTAT AAATTCTTTT G 

<210> 281 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947749 
<400> 281 

AACGTCGATT CGCACCGTCC AACCTGCCCC GCCCCTCCTA CAGCTGTAAC 

<210> 282 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947749 
<400> 282 

ACGTCGATTC GCACCGTCCA ACCTGCCCCG CCCCTCCTAC AGCTGTAACT 

<210> 283 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44131752 
<400> 283 

CACTTAATAC CAGAGACCCC CCCCCCTTCC CCTCCCCCTT CCCCTCCCCC T 

<210> 284 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg439177l8 
<400> 284 

AGACGTGTCT GCCACAGGTC TCAGGGTAAC AGATGCCCTG TCCACTGAGA G 

<210> 285 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928048 
<400> 285 

TTTGATGGAA AGGTTGTCCA CACTGAGAAT TATCACACAC TTGATCAGGA A 

<210> 286 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42714751 



<400> 286 

CCCTCCGGAT TCGGCGCGCG TGCGGMCCGC CGCGAGTGAG GGTTTTCGTG G 

<210> 287 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 287 

TCCAAGCTAA GCACTGCCAC TGGGGGAAAC TCCACCTTCC CACTTTCCCA C 

<210> 288 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 288 

CCACCTCCAT CCCAGACAGG TCCCTGCCCT TCTCTGTGCA GTAGCATCAC C 

<210> 289 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 289 

CACCTCCATC CCAGACAGGT CCCTCGCCTT CTCTGTGCAG TAGCATCACC T 

<210> 290 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980494 
<400> 290 

GTCTGATAGA AGAGGAGCAG GAGAAGCAAA TCGTTAAAAC CTAGCGAATT C 51 

<210> 291 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925424 
<400> 291 

TCAGGAGCAA GGCGAATGTA TGACACCATG TCCACAATGG TGTACATAAA G 51 

<210> 292 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42479188 
<400> 292 

TTCTGAAGAG GCTGACGATT TTACTGTCTC ATTTTTTTCC TTTCTCCAGA A 51 

<210> 293 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 293 

CTAGCTTCCC TTCCCATTCA ACACACACAC ACATTCTTGC TCTACCCAAA G 

<210> 294 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 294 

TGTCTCAAAC CCAGCTTGCC AGCTCCAATG TACCAGCAGC TGGAATCTGA A 

<210> 295 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg27803682 
<400> 295 

GTGGCTGGGC TATTCCATCC ATCTGGAAGC ACATTTGAGC CTCCAGGCTT C 

<210> 296 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 



<400> 296 



CGAGCGGCAC CCAGAGCCTG CACCCGCCCT CACCGTCCTT CTGCGTCCCC C 



51 



<210> 297 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2141326 7 
<400> 297 

AGGAGCCCTC TTCGGTGTCC CCGAGCGCCA CGGTCAAGAC CCGCAGCACC A 51 

<210> 298 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21413267 
<400> 298 

CGGTCAAGAC CCGCAGCACC AAAGCGCCGC CCCCGCACCT GCCCCTGTCG C 51 

<210> 299 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42481172 
<400> 299 

GAGCCGTGTG GCTGTGGCCT CCGGGCGGCG GTGGACGGCG TGCGCTTCAT C 51 

<210> 300 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39518465 
<400> 300 

GGGTGCACGG CCGGCCCTGG GCAGGCGTAG CCATGGAGCT GTGGCGCCAA T 51 

<210> 301 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41972699 
<400> 301 

ATGGGGCCGG TGTCTCGCCA GGAGGCGCAG ACCCGGCTCC AGGGCCAGCG C 51 

<210> 302 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40333812 
<400> 302 

AGCATTTGAG GAAGCATAAC TGACGTGTGA AGGGGGTGTG GGGTACTTGC C 51 

<210> 303 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43280482 
<400> 303 

AGCATCTGCA GACGACCCCC GCAGCCTTTC CCTCGGACCC CCCTCGAAGC C 

<210> 304 

<211> 47 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (22) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014837 
<400> 304 

CACTGCTGTG CAGGGCAGGG ATGCTCCAGG CAGACAGCCC AGCAAAG 

<210> 305 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41626506 
<400> 305 

CAGCACAGCG AGCGCTCTCA TTCTGCCTTT TTTCCTCTTC TCAGCCAACT 

<210> 306 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43918944 
<400> 306 

TCTGTAGAGC TCTGAAAAGG TTGACGATAT AGAGGTCTTG TATGTTTTTA C 

<210> 307 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43988365 
<400> 307 

GACAGACGAG ACAGTGAGGT ATGTGGGGCT GCTCCGGAAT GGTCCGGAGG C 

<210> 308 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969460 
<400> 308 

TAACTATGCA AGACAAGACT TGGTCGTCAC GTTCGCGTCT CTAGTTGATT T 

<210> 309 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933809 
<400> 309 

AATTAAAACT CTAGGTGTAT ACTTACATGG AACTAGTTTA TTTCCTATTT A 



<210> 310 



<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931444 
<400> 310 

TGCTCGCGCC GTGCCACTAA GGTCATTCCC GCCTCCGAGA GCCCAGAGCC G 51 

<210> 311 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 311 

CTTTTCCCTC TTACCCTCTC TCTCTTAACA TCGTAAACAA CAGACTTACG T 51 

<210> 312 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42937321 
<400> 312 

CCTCTTACCC TCTCTCTCTG AACATTGTAA ACAACAGACT TACGTTAT^C T 51 

<210> 313 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40991963 
<400> 313 

CAAAATGTAA CAGTGGCTTT TCAACGGGAG TAAAGCAAAG TCTCTAAAGC T 

<210> 314 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 
<400> 314 

AAAGATGTTT GAATACTTAA ACACTATCAC AAGATGGCAA AATGCTGAAA G 

<210> 315 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951366 
<400> 315 

TGGTGGAGCC ACTGCAGTGT TATCTCAAAA TAAGAATATT TTGTTGAGAT A 

<210> 316 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306254 



<400> 316 

CACTTAACTT GCATGTGCAC AGCTTCTGGT AACAAATATC GCTAAACCTT A 



51 



<210> 317 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306254 
<400> 317 

ATGTGATTAA TTATGTGATG AAAACTTTTT TTATAAATGA TCTTGGTCTA T 51 

<210> 318 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42918089 
<400> 318 

CAATCAGAAT TGATAAGCAC TGTTCTTCCA CTCCATTTAG CAATTATGTC A 51 

<210> 319 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44032168 
<400> 319 

TCCATCCCTC TTTTGGGCTC TTCTGCAGGG AAGTAACATT TACTGAGCAC C 51 



<210> 320 
<211> 51 



<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43154190 
<400> 320 

TACCCGGAAG TTGAGCTCAA TTTCACTTCT GTTTTCTGGC CACAACTGCC A 

<210> 321 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 321 

CCCAGTCCTG CGGCTCCTAC TGGGGCGTGC GCTGGTCGGA AGATTGCTGG A 

<210> 322 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 322 

TACTGGGGAG TGCGCTGGTC GGAAGGATTG CTGGACTCGC TGAAGAGAGA C 

<210> 323 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 323 

CGGTCCGTGG TCCCCGGGGG CGCAGGTCGC AGCGCTCCCG CCCTCCAGGC G 51 

<210> 324 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947066 
<400> 324 

TTCTCAAAAG GCTGGGGGTA TTTATGTAAG AACTTATTCC AAAGTGACTC T 51 

<210> 325 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923264 
<400> 325 

AGGAAAGCCG GAGAATTGGG GCACGAAGAG GGGGGGCTTT GATGACCCGC 50 

<210> 326 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942332 
<400> 326 

AGATTCATCA GAATAGGATT TTTGCCAAAT CCCACCCATA TGCTGTTGAG C 

<210> 327 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43274705 
<400> 327 

CCGCTGTCTC TGTCTTCGCT TTTTATTCAA GAAGAATAAT GCGACGAAAA T 

<210> 328 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42207316 
<400> 328 

CCACTTCTCT GGGACACATT GCCTTTTGTT TTCTCCAGCA TGCGCTTGCT C 

<210> 329 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927885 
<400> 329 

CATCATCATC ATAGTTTACT TCAGCTCTTA AATCCCCGAG GAGTCTGCCC T 



t 



<210> 330 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40388639 
<400> 330 

CTCTTGCCCA GCCGGCTGCA AGTTTTGTAA GCGCGGGACA GACACTGCTG A 51 

<210> 331 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43949316 
<400> 331 

AGGTTACCAA ACAGGAATAC AACACTTCTC TCCCTTTTCT GCTCTAGAAG G 51 

.<210> 332 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958714 
<400> 332 

TGGGTGATGA TCACTGTGCT GCTTGCGGCT CATGGCAGAG CATTCAGTGC C 51 

<210> 333 

<211> 51 

<212> DNA 

<213> Homo sapiens 



f 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 333 

ACAGACTGGC TGCAGCATTA GGAATTAGGT CATTCCGAAA CTCATCATTG A 51 

/ 

<210> 334 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 334 

GGTCATTCCG AAACTCATCA TTGAACCAGG AAGAAGAAGA GTTCAATCTT A 51 

<210> 335 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 335 

AGAATGGCAC TGAATTCGTT TCTTCGAACA CAGATATAAT TGTTGGTTCA A 51 

<210> 336 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



r 

<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 336 

CTTTCACTTG GTGCTGGAGA ATTCAGAAGT CAAGAACATG CTAAGCATAA G 51 

<210> 337 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 337 

TTCAAAAGTC AAGAACATGC TAAGCGTAAG GGACCCAAGG TAGAAAGAGA T 51 

<210> 338 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 
<400> 338 

TTCTCCTTCC AGAATGAGGC CCTGGGAGGA CCCTCCTAGT GATCTGTTAC T 51 

<210> 339 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43275028 



<400> 339 

ACTACATAAG GACAGCAACA TGCCTGTGGA CATGAGAGAA TTTGTCTTAC T 



51 



<210> 340 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43985000 
<400> 340 

GAAAAAAATC ACAAGGCAAC TGTGAGTCCG GGAATCTCTT CTCTGATCCT T 

<210> 341 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39565524 
<400> 341 

TCCGACCCCA CACACCCTGA GGGAGGCCTA CCCTAGCCTC AGCCGCTCCT G 

<210> 342 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 342 

ATAATCCATG CCTCTGAATA TTAGAGTGGT TTCTTGGATG GGATTTTGAA T 

<210> 343 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 343 

GGGATTTTGA ATATGCATTT AAGAACGTTG GGAAGAATTT CACAGATGAT G 

<210> 344 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43306266 
<400> 344 

GAATATGCAT TTAAGAAGTT GGGAACAATT TCACAGATGA TGATTGGAGG^ A 

<210> 345 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43329467 
<400> 345 

TCGGCAAATC TTGAAAGCTG CAGGGTGCAG AGACATGGAT GTGACTTCCC A 

<210> 346 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg2751286 
<400> 346 

AAGGCATAAG AACTAGGAGC TGCTGGACAT TTCAATATGA AGGGCAACTC C 

<210> 347 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgll751407 
<400> 347 

GAATGTGGGG ATAAGGCATT GGGACTCTAT CAGGTATCCT GAGGAGAGAC T 

<210> 348 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43326635 
<400> 348 

CAGCCGGGAG CTCTGCCAGC TTTGGTGAAG GAGGGTGCTT GCCTCGTGCC C 

<210> 349 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43326635 
<400> 349 

CGGGAGCTCT GCCAGCTTTG GCGAACGAGG GTGCTTGCCT CGTGCCCCTT G 



<210> 350 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43993798 
<400> 350 

TGCTCTTGCT GCTGATGGAG GAGGAGGGGG TGGATCCCGT GGAGCCTCCA A 51 

<210> 351 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040271 
<400> 351 

ATGCTTCCCC CAACCCTAGG GAATCCACAC TTAAGATAAT TCGCCACTTC T 51 

<210> 352 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040271 
<400> 352 

CCAACCCTAG GGAATCAACA CTTAATATAA TTCGCCACTT CTCCTCTTTC T 51 

<210> 353 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040271 
<400> 353 

AGATAATTCG CCACTTCTCC TCTTTTTCTC TGCTCCGCTC ACGGCTTGCA G 

<210> 354 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 354 

CGCAGAGCCC CGCCGTGGGT CCGCCCGCTG AGGCGCCCCC AGCCAGTGCG C 

<210> 355 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 355 

CAGCGCCTTC TTGCTGGCAC CCAATGGAAG CCATGCGCCG GACCACGACG T 

<210> 356 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 



<400> 356 

TGCGCCGGAC CACGACGTCA CGCAGGAAAG GGACGAGGTG TGGGTGGTGG G 

<210> 357 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 357 

GCAGGTCTTC TTTGAAGGCC TATGGCAATG GCTACTCCAG CAACGGCAAC A 

<210> 358 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 358 

ATTGTAGTAC AAATGACTCA CTGCTATAAA GCAGTTTTTC TACTTTTAAA G 

<210> 359 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43040273 
<400> 359 

ATAAACTTAG AATAAAATTG TAAAAATTGT ATAGAGATAT GCAGAAGGAA G 



<210> 360 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998970 
<400> 360 

AGGGGTGGAA CTGCTGATGG GATTTTCCTT CATTCCCTTC TGATAAAGGT A 51 

<210> 361 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998970 
<400> 361 

AGCCTCCCCA GAGACAACAC CGGGACCCTC ATCTCTCTCC TCACCCTGCT G 51 

<210> 362 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947199 
<400> 362 

GTCTTCTCCG CGCCCACCCC GCTGGTAAGG GGAAGTGGGC GAAGCTGGAG C 51 

<210> 363 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917396 
<400> 363 

GGGGCCGGGC ACTGCCCAGG AAGGGGCTCC GGGAGAGGGA GCCGGCGGCT G 

<210> 364 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 
<400> 364 

AGACGAAGAC CCCAGGAAGT CATCCCGCAA TGGGAGAGAC ACGAACAAAC C 

<210> 365 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43921289 
<400> 365 

CCCACGCCTG CCAGGAGCAA GCCGAAGAGC CAGCCGGCCG GCGCACTCCG A 

<210> 366 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928515 



<400> 366 

AAACAAATAA GCCCTTTTTA CTGACGATGC ACCCAACCTT TTCAGCTGAA G 

<210> 367 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 367 

AGAGTCAAAA ATCCAAGTTT GGATTGTAAG CAGCCTTGAC AGTAATCACT G 

<210> 368 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 368 

AAGCAGCCTT GACAGTAATC ACTGAGTGGT AGGGAAAAAA AGACAGTTGG G 

<210> 369 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925474 
<400> 369 

AGGCAAAAGC TCACAGTAAA TGTATCCCAG AACAGGGGCC TAAGTGAAGG T 

<210> 370 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014437 
<400> 370 

CTGCTCCCAN CTTCGCCAGC CTCCAGTGTA CAACTTCCGC GTGTAGTGGG C 

<210> 371 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44014448 
<400> 371 

CTGCTCCCAA CTTCGCCAGC CTCCAGTGTA CAACTTCCGC GTGTAGTGGG C 

<210> 372 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43973129 
<400> 372 

CACTTCACTG AAAGACACCA TTTATATACC CAAGGGCAGA AAGTAGAACT T 

<210> 373 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43950657 
<400> 373 

GATAGGACTC AAGCTTATTT GGGATTCTGA TCAATTCTTT CTGATGTTGT T 

<210> 374 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956384 
<400> 374 

TACAGCCATC TGTACCTACT GGAGCTGCAG AAGGGAAGTC CACTCAGTCA C 

<210> 375 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43992229 
<400> 375 

AGCAGTGCAG CCCCGGCGCG GAGCAAGGAG CCTCGGCCCG CGCCCGGCGC C 

<210> 376 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 



<400> 376 



GAGAAAAAGC ATGGTACCCA ACCGATTTTC CACTTTTCAG CAATACTTCA C 



<210> 377 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44932392 
<400> 377 

TAAAGTTTTA AGAAATGTCA TAATGTCATG AGCTTGAAAT ATCTCTAGGC A 

<210> 378 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43981656 
<400> 378 

AGCAAAGAAA CACTGGCAGA ATTCCTGCAT TTGCAAAATT CTAAGTTTTG G 

<210> 379 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44910613 
<400> 379 

AAATAAATGT TTTCATAGTC ATTACACTTT ACAATGGGAG TGCTAAAATT C 

<210> 380 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44035104 
<400> 380 

AACTGGGTTG CTCTAAGAAC TGATGCCTAA ACCGTCTCAG CATGGCCTGT A 

<210> 381 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43929959 
<400> 381 

CAATGCATGA ATCTGTACCC TTCGGAGGGC ACTCACATGC CGCCCCCAGC 

<210> 382 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43950250 
<400> 382 

TTGTTCATGA TTTCTTGATG TTCCTTAATG GAAAACTAAG AGATGGAATT 



<210> 383 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064090 
<400> 383 

GCCGAGTCCG CTGGTGGGCG GACCCTAGGG GAGCAGCCAG TAGGGAAGTT G 

<210> 384 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064090 
<400> 384 

CCGAGTCCGC TGGTGGGCGG ACCCATGGGG AGCAGCCAGT AGGGAAGTTG G 

<210> 385 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064090 
<400> 385 

GGGAGCAGCC AGTAGGGAAG TTGGGGGAGT TCCAGAATCA GGGGGCGTGG C 

<210> 386 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064090 
<400> 386 

TAATCGGGAG GGCTGGAGCA GAGGGGGGCC CCGCCGAGGG GCGTGGTCAG T 

<210> 387 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30490224 
<400> 387 

GATGCCAAAA AAACAAAGGT GAGAACCCAC AACACAGGTC TAAACTCAGC A 

<210> 388 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 2 5 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43924431 
<400> 388 

GTCTTTTACA GATGGTTTTT C7WWVGAGT CCAGTAAAAT ATTTCACATT 

<210> 389 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> inisc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43936047 
<400> 389 

CGTTGTTCCT AATGTGGATC TACCATCCCT GTGTTCATCG AGATTCCGGT C 

<210> 390 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43272443 
<400> 390 

TGGGATTACA GGTGCGCACT ACCACGCCAA GCTAATTTTT GTATTTTTTA G 

<210> 391 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966848 
<400> 391 

CCTTCAGCAC CCCTGCAGCG GAAAATAATG AGCCGCCGTA GCCGCCATCC G 

<210> 392 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43964140 
<400> 392 

AAAAAGCTAC AGAAAAGAAA TCACTCTGAA AAACACAATG ACTCAGAGGC A 



<210> 393 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43285114 
<400> 393 

CAGGGACATG CGGGCACCCC GTGGGTCTTT GGCGGCTCAC AGGACAATGG 

<210> 394 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948566 
<400> 394 

GCAGGCAGAG CACCCTGGGA CCCCAGGCAG AAGGACCCCT GCCCTCCAGT 

<210> 395 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg44003626 



<400> 395 

TAAACAGCTC AGTTCAGGGA CTGGTGTACA AGCTGGCCAC CCATCTCAGC C 



51 



<210> 396 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917206 
<400> 396 

TTACAGGACA TCACCTGCCA TCTTAAGGTT TAATATTTAC AAATGCCTAG T 51 

<210> 397 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43289666 
<400> 397 

GGCCGATTTT TCCACAATTT AAATCTCAGT TCACCTGGTA TCCAGCTCCA G 51 

<210> 398 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 398 

GTTTCCACCT CCCCAGACAG GCATTTCGAG TGGGAGGCGG GAGCACGTAC C 51 

<210> 399 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43986282 
<400> 399 

TTTCCACCTC CCCAGACAGG CATTCTGAGT GGGAGGCGGG AGCACGTACC G 51 

<210> 400 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43297716 
<400> 400 

CTAAACCCAA ATGGGGGCTG CTGGCTGACC CCGAGGGTGC CTGGCCAGTC C 51 

<210> 401 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43980312 
<400> 401 

TTTTATCATT AAAGTGCCAG AATGGTTCTT TAATGAAAAC AAAAAACAAA G 51 

<210> 402 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43939240 
<400> 402 

GGAGGGTTGG AGTCACTGAC GAATGTGAGC CGGGCCAGGC CCATGCAAAG G 

<210> 403 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941552 
<400> 403 

GCCACCTGCC CGGGCTGTGG AGGAGGCTCG CGCTGACCAG GCGCTGGGGC 

<210> 404 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43941552 
<400> 404 

GCTTCTGCCC ACACCGCAGG GACAAGCCCT GGAGAAATGG GAGCNTGGGG A 

<210> 405 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg42917153 
<400> 405 

CATTTCTCTT TGTACATAAT ACATTTACCT CCCTGCCTCC TCTCCTTTCT A 51 

<210> 406 

<211> 51, 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927693 
<400> 406 

CAGGGGTCAG CAGAGCTTCA GAGGTTGCCC CACCTGAGCC CCCACCCGGG A 51 

<210> 407 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 407 

CAGAAAGCAG CAAATTAGTG TTTTTAAGGA CCGAATTCGG CTCCCGCAGC T 51 

<210> 408 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 



<400> 408 

AAGCAGCAAA TTAGTGTTTT TCAGGCCCGA ATTCGGCTCC CGCAGCTCCT G 



51 



<210> 409 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43951338 
<400> 409 

CTCCCGCAGC TCCTGCATCT CCATTTGTCT AGATTTTATT TCTTCTTTGC A 51 

<210> 410 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 410 

CCCGCCCAGC CCGACGCCTA CTGAGTCCCC GCGCTCGCCC CACCGGCGCG C 51 

<210> 411 
<211> 51 
<212> DNA 

< 2 1 3 > Homo s ap i ens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 411 

CCAGCCCGAC GCCTACTGAG CCCCGTGCTC GCCCCACCGG CGCGCTCTTC G 51 

<210> 412 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 412 

AGCCCGACGC CTACTGAGCC CCGCGTTCGC CCCACCGGCG CGCTCTTCGC G 51 

<210> 413 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 413 

CGACGCCTAC TGAGCCCCGC GCTCGTCCCA CCGGCGCGCT CTTCGCGCCC G 51 

<210> 414 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968406 
<400> 414 

GCTACGTTTA CTCACAGCCA GCGAAACTGA CATTAAAATA ACTAACAAAC A 51 

<210> 415 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg42748886 
<400> 415 

CGCCTCTGAT CCAAGCCACC TCCCGTCAGA GAGGTGTCAT GGGCTTCCAA A 

<210> 416 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969533 
<400> 416 

CTCTGCACAA GGGAAGCCTA TCCTATTTTT TTTTCCTTTG CGAAAACAGA 

<210> 417 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43976681 
<400> 417 

AATGCCTCAG ATCAGTGACC CAAGGACCTT CCAGAATGGA TGAAATAGAC 

<210> 418 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43976681 
<400> 418 

ATGCCTCAGA TCAGTGACCC AAGGACCTTC CAGAATGGAT GAAATAGACC 

<210> 419 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43984044 
<400> 419 

CCAAGCGGAA GGCCATTTTC CCTGCTCTTC CTCAGTTGTC CGGGGCGGGG G 

<210> 420 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933283 
<400> 420 

CTAATTGTGT CGAATTTCCA GGATTAGAGG AAAAGTTGCT CCCTTTCAGC C 

<210> 421 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg423 81630 



<400> 421 

AAAGCAATCA CAGTGTTAAA AGAAGACACG TTGAAATGAT GCAGGCTGCT C 51 

<210> 422 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41664708 
<400> 422 

CCAGCCAGCT CATTTCACTT TACACCCTCA TGGACTGAGT TTATACTCAC C 51 

<210> 423 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43277632 
<400> 423 

AGCCTTCCCG CAGAAAAAGA TGCAGTCCCC CAGACCTTCT CTGTGCTGAT T 51 

<210> 424 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 424 

TACCAGAGGC TGCATCGGCT GCGCGGAGAG CAGATGGCGT CGTATTTTGG G 51 



<210> 425 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 425 

TGGTGGGCGC TCCACTGTAT ATGGACAGCC GGGCAGACCG AAAACTGGCC G 

<210> 426 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 426 

CTCTCAACAG GCAGGCACCA CCCTGGACCT GGATCTGGGC GGAAAGCACA G 

<210> 427 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43982507 
<400> 427 

GGTTACAAGT GTGAATGTAG TCGTGCCTAT CAAATGGATC TTGCTACTGG C 

<210> 428 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<22l> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 428 

GCCGAGGACG TGCGTGGCAA CCTGAAGGGC AACACCGAGG GGCTGCAGAA G 

<210> 429 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 429 

TACGAGGTGC CCTTGGAGAC CCCGCGTGTC CACAGCCGGG CACCGTCCCC A 

<210> 430 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43299024 
<400> 430 

GAGGAGCCCT TCGGGGTGAT CGTGCGCCGG CAGCTGGACG GCCGCGTGCT G 

<210> 431 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43285373 



<400> 431 

GACTGACTGG GGAAAGGAAC CTAAACTCGA GTCTGCCTGG ATGAATGGAG A 



51 



<210> 432 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36834323 
<400> 432 

AGTTATTCTA GAGGATACAG AAATCGTCGA AGTTCCCGAG AAACTAGGGA G 51 

<210> 433 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 433 

GGACCAGGGG GCCATGCTGC TCAATATCTC AGGCCACGTC AAGGAGAGCG G 51 

<210> 434 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . , . (0) 

<223> Accession number cg42359655 
<400> 434 

TGCTTTTCAG GGCGGAAAAC TCTCTGTTGT CCTGCGAGCT GAAGATATCC C 51 

<210> 435 
<211> 51 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998672 
<400> 435 

GTGTGGGCCT TGGTGAACTC TAGCAAGCGG CTAATGTCTC CTGGTTTGGT C 

<210> 436 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969028 
<400> 436 

GGAGATGTGG TCATTCCTAG TGATTTTTTT CAGATAGTGG GAGGAAGCAA C 

<210> 437 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933479 
<400> 437 

AAGGAGAAGA GAAAGCTGTT TATCCGTTCC ATGGGTGAAG GTACAATAAA T 

<210> 438 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942537 
<400> 438 

GCCACTGTCT CTTCCAAACC CTTCAAGCCT TGTCTTGCTT GTTCTCGTCT A 

<210> 439 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 439 

TTCCAAATGC TGAGCCCAGA GCGTTATCTC CTGCCCATGA GCACCACAGT C 

<210> 440 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 440 

CTGGAACAGT TTCCTCATTA GCCCTCTGAC CCCAGCACAC GCAGGGACCT A 

<210> 441 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 



<400> 441 

TCATCGCTGG TGCTCCAAAA AAAAAGATGC TGCTGTAATG AACCAAGAGC C 

<210> 442 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg30421838 
<400> 442 

GGATGCTGTT GCTCTCCCAC AGCCATTGGG CGTTCCAAAT GAAAGCCAAG C 

<2l6> 443 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064060 
<400> 443 

GCCAATGGCA TCCAGAACAA GGAGGTGGAG GTCCGCATCT TTCACTGCTG C 

<210> 444 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43991813 
<400> 444 

TCTCGACTAA CAGCATTTCC AAAGACGGAG CGAATATTGT CCACGGTTGA G 

<210> 445 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42904626 
<400> 445 

GAGTGCCTTG ACGATACAGC TAATTGAGAA TCATTTTGTG GACGAATATG A 

<210> 446 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42904626 
<400> 446 

AAGAAGTTAT GGAATTCCTT TTATTCAAAC ATCAGCAAAG ACAAGACAGG G 

<210> 447 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42460457 
<400> 447 

GCCGCCTCAG CCAGCAAGCA GGCGGTTAGG CCAGTCCTAG CCACCACAGA G 

<210> 448 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43272594 
<400> 448 

GGGATGTACT GCATGGTGTT CTTGGCGCTG TATGTGCAGG CACGACTCTG T 

<210> 449 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958858 
<400> 449 

TCAGGTGGTG GGAACCTACC GTTGCGTTCC TGGAAAGAAG GGAGGCTACA C 

<210> 450 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43916732 
<400> 450 

GTACAGCGGG CGGGCCACCT CGGGCTCTGA GCACCAATTT TGCGGGGGGC G 

<210> 451 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg42894809 

<400> 451 



GGATGCTGGA GAGTGGATCA CTGTCGATCA GACGACAACA GCCAACCGTT A 



<210> 452 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40388639 
<400> 452 

GATTCCTCCA GAGCTGGTGT TGGAACTTCC CATCAGGCAC CCCAAGTTTG A 

<210> 453 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<22l> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40388639 
<400> 453 

AAGTTTGAGT GGTTCAAGGA CCTGGCGCTG AAGTGGTACG GCCTCCCCGC C 

<210> 454 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 454 

AATTTCTATA TCACTGGGGA CAGAGGATAT ATGGATAAAG ATGGGTATTT C 

<210> 455 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43124627 
<400> 455 

TGGAACAAGT GGATATCCGA AAATGTCTGC ACACACCCAC AGCAGTTTTG G 

<210> 456 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 456 

AGGAGAGGTG GTGAAGGCAT TTGTGATCCT GGCCTCGCAG TTCCTGTCCC A 

<210> 457 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2514276 
<400> 457 

GTGATGGACC CTCTCATATA TGCCTTCCGC AGCCAAGAGA TGCGGAAGAC C 

<210> 458 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg32423505 
<400> 458 

TTCCATCTGA GGTTTATAAA CCACGTATTC AGGCAAAGTG GCCAGAATGG C 

<210> 459 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43335558 
<400> 459 

CAAGACCTAG CTCCCCAGCA GAGAGTGGCC CCACAACAAA AGAGGTCCAG C 

<210> 460 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998970 
<400> 460 

GACAGAGCTG TACCGTGACA TTTTCGAGCA CCTTCGGGAT GAATCAGGCA A 

<210> 461 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 461 

GAGGGCGATT TCTACTACCT GGGGGCGTTC TTCGGGGGGT CGGTGCAAGA G 



<210> 462 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935995 
<400> 462 

AGTGTCCCTC ACCATGGTCA CCCTGGTCAC CCTGCCTCTG CTTTTCCTTC T 51 

<210> 463 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43935986 
<400> 463 

CCTGGAACGC GCCTTGTACC TGCTCATAAG GAGGGTGCTG CACTTGGGGG T 51 

<210> 464 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43968274 
<400> 464 

GAGCACGAGG AAGCCATGAA TGCGGTCTAC TCAGGCTACG TCTACACGCA C 51 

<210> 465 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44018598 
<400> 465 

AGATACTTTC TATAAGCAGT TTTTACATTG TAGGAAGCAG CTGAATTCAA A 

<210> 466 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44926796 
<400> 466 

ACACTGGAAA GCACAACAGT TGGCAGTTCT GTCTAGAAAA TAATAATTGC A 

<210> 467 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) - 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43055918 
<400> 467 

AACGCTGCCC TGACTGAGAA AGGCATGATG CTCGCTCCAC TGCTGGAACC G 

<210> 468 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43966985 
<400> 468 

CATCCAGGAC AACTTCTCGG TGACTGAAGT GCCCTTCACT GAGAGCGCCT G 

<210> 469 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918854 
<400> 469 

CTTCAACCCT GGTCGGAGAC AACGGCTCAC CATGGCCATC AGAACAGTGC G 

<210> 470 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43918484 
<400> 470 

CTGATTCTTC CGTTCTTCTT GACTTGTGCC ACCTTGCCAG CCAGCTGCTC G 

<210> 471 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 471 

ACGGCCCTGG AGAACCAGAA GAAGGTGAGG AAGAAGAAAG TCTTGATTGC C 



<210> 472 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942977 
<400> 472 

GGATGGTGTC TGATGAGGAG TTGGATCAGA TGCTGGACAG TGGGCAAAGC G 51 

<210> 473 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43943361 
<400> 473 

TTGGGGTTGG CTTGGTTTCA ATAAGCAACG GGGACACTTA CAAATTGCTG C 51 

<210> 474 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 474 

GTGACCGAGC CCGAGTGCCG CGAGGTCTTT CACCGCCGCG CCCGCGCCAG C 51 

<210> 475 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg25236776 
<400> 475 

CAGTGCCTCC CCTGCGGCCC CGGGGTCAAA GGCCGCTGCT TCGGGCCCAG C 51 

<210> 476 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38899722 
<400> 476 

GGCCAACTCT GCTATGGACA CCAGACTACT CTGCTGTGCG GTCATCTGTC T 51 

<210> 477 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgll753818 
<400> 477 

GCCTGGAACA CCAGGCTCCT CTGCCATGTC ATGCTTTGTC TCCTGGGAGC A 51 

<210> 478 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg2526759 
<400> 478 

AGCCACCCAG ACCGGAGACT CGGCCATCTA CCTCTGTGCT GTGGAGGCCT A 

<210> 479 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 479 

CGGCCGTCTA CCTCTGTGCT GTGGAGGCCT ATTCTAACGA CTACAAGCTC A 

<210> 480 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cgl902363 
<400> 480 

CAGAACAAAA GCAAATGGAA TTGGATAGCA TCCTGGTGGC CCTGCTGCAG A 

<210> 481 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43277632 
<400> 481 

GAAACCCGGA AGCACTGTAA TTGCGGGGTC TATAAATGCA CATGGCTCTG T 



<210> 482 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43252813 

<400> 482 

TGTATTCCTG TAATGGGGCT GATGATATAT ATGATGGTTA TGGACCACCA C 

<210> 483 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg43920913 

<400> 483 

GCCCCTGAGC AGTCAGGACC CGGCTTCCGT CCGTGAGTGC CACGATCCCA G 

<210> 484 

<211> 51 

<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 

<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 

<222> (0) . . . (0) 

<223> Accession number cg40310734 

<400> 484 

GGAGTGGGTG CTGCTGCTCT TGGGAGCTTG TGCTGCCCCT CCAGCCTGGG C 

<210> 485 

<211> 51 

<212> DNA 

<213> Homo sapiens 
.<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 485 

CGTGTCCTCC CTCCCCTATG CGGTGGCCCC GCTCAGCCTG CCCCGAGGGG A 

<210> 486 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43956560 
<400> 486 

GGGGTACTAT GGGCCCCAGT GTCAGCTTGT GATTCAGTGT GAGCCTTTGG A 

<210> 487 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) , . . (0) 

<223> Accession number cg43956560 
<400> 487 

GCTGGGTACC ATGGACTGTA CTCACTCTTT GGGAAACTTC AGCTTCAGCT C 

<210> 488 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42388009 



<400> 488 

TGCAGAAGGC ACCACAGAGA CCGGAGGGCA GGGCAAGGGC ACCTCGAAGA C 



51 



<210> 489 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43977436 
<400> 489 

GTGTGTGTGT AATGGTGTGG CTGTATGCTC CAACCAAGAT CTTATTACTG A 51 

<210> 490 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43280376 
<400> 490 

CGGAAGCTGG TGTCCTACTG CCCCCGAAGG TTGCAACAAC TGTTGCCCCT C 51 

<210> 491 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42201364 
<400> 491 

CCAGGGCCTC CAGGTCCAAG AGGCCCCTCT GGAGAGCCTG GTCTTCCAGG G 51 



<210> 492 
<211> 51 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42201364 
<400> 492 

GTGTTTTACG CTGAACGATA CCAAATGCCC ACAGGCATAA AAGGCCCACT A 51 

<210> 493 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40339378 
<400> 493 

TCCAGGAATA CCAGGTCTGC CTGGTGTTCC TGGAACAAGA GGATTAAAAG G 51 

<210> 494 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43063256 
<400> 494 

AGACTGTGTT ACCAACAGAC CATGCGGAAG TCAAGTGCGA TGTGAAGGCT T 51 

<210> 495 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 



<223> single nucleotide polymorphism 

<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg44032748 
<400> 495 

CTCCAGTTCT ACAACTTGTG TAAGGCAAGC ACAGTGTGGA CAGGATTTCC A 51 

<210> 496 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43049885 
<400> 496 

CAGTTTGGGG GACAGCCATG CACTGCGCCT CTGGTAGCCT , TTCAACCATG C 51 

<210> 497 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg21644442 
<400> 497 

CCAGGCTCTC CCAGGATCTC ATCACCGCGC CCCCAGGGCC TCAGCAACCC C 51 

<210> 498 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg2753430 



<400> 498 

CCAAGCTCCC ATGACCCAGA CAACGTCCTT GAAGACAAGC TGGGTTAACT G 51 

<210> 499 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43923204 
<400> 499 

TCCACGTAGA AGCGGAAGCC GAGGTGGGAG ATGTACGCAT TGATGGGAAG G 51 

<210> 500 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44017721 
<400> 500 

TTGGTAGGGA CGGAACTCGG GGCGCTGGCG GTGGCCCGAG TGGAGATAGG A 51 

<210> 501 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41626024 
<400> 501 

GCTGGTTTGC TCCCAGGAGG CCAAGCAGTC AGCCTACTGC CCCTACAGTC A 51 



<210> 502 
<211> 51 
<212> DNA 



<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43057018 
<400> 502 

AAGCATCCGA ACAATCCTCA TCTTTGGAAG ATGCCAGGAG CAATTCGGAA T 

<210> 503 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i en s 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42837709 
<400> 503 

CCGCACCAAC GCCGACATCA TCGAGGCCCT GAGGAAGAAG GGCTTCAAGG G 

<210> 504 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43327954 
<400> 504 

TCCACGACCG GGTAGAGAAC TACAAACCGC GGCAGCGCAA GCTCCGCAAC C 

<210> 505 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43971258 
<400> 505 

TCGTTGGAGA TGACAAGTTC CGGAGTGAGC TCGGCTGTCT GGATGGGAAG G 

<210> 506 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 506 

AGCTGGAGCA ACAGCAGGAA CAGCATCAGG AGCAGCAGCA GGAGCAGGTG C 

<210> 507 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957743 
<400> 507 

GTTTGGCATA CCTGGATATT TTAATTCAGT GGAGATAAAA GACAGCCCAC T 

<210> 508 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43957743 



<400> 508 



# 

TATTTTAATC CAGTGGAGAT AAAAGCCAGC CCACTAGGAA GTATATCAAT A 51 

<210> 509 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43248101 
<400> 509 

AAGTGAATTC TATCTTGCAA TGAACGAGGA AGGAAAACTC TATGCAAAGA A 51 

<210> 510 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969014 
<400> 510 

GATGAGCTCT CCAACCACGT ATTTTATGCG TTTTTGATCC AGACCCAGAT G 51 

<210> 511 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43286488 
<400> 511 

CACCAGCAAG ATGCCCACGA TCAGCCGAAC CTGCCCAAGG CCTGCTTCTT G 51 

<210> 512 
<211> 51 
<212> DNA 
<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 512 

TTTTCCCCAG GGGTCACAGA CTGATGACCC ACAGAGGTCA GGGTCTTCTG T 51 

<210> 513 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 513 

GGGGTCACAG ACTGATAACC CACAGGGGTC AGGGTCTTCT GTCCAGTGGT C 51 

<210> 514 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44004239 
<400> 514 

CTGATGACCC ACAGAAGTCA TGGTCGTTGC CCCAGTGATC TCAGTCTTCT C 51 

<210> 515 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43932434 
<400> 515 

ATATGTGTCA TACTGGGAGG TGTTGTATGT GAGGATGTAC ACCCCTGTGT T 51 

<210> 516 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg4 0915005 
<400> 516 

AAGGAGCCTC TCTCCTTCCA TGTCATCTGG ATCGCATCCT TTTACAACCA T 51 

<210> 517 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40915005 
<400> 517 

ATTCCAGCAC CATCGTTTTC CTGTGCCCCT GGTCCAGGGG AAACTTCAGC A 51 

<210> 518 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36834323 



<400> 518 

GTGCTCCCTG ATCCTCGTGA AGCATGTGGT AGCTCAAGTT ATGTGGCATC T 



51 



<210> 519 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36834323 
<400> 519 

AATGCTGCGA AAGATATGAA TGGAACGTCT TTGCATGGAA AAGCAATAAA A 51 

<210> 520 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0)...(0) 

<223> Accession number cg36834323 
<400> 520 

AAGTCTGAGA TCTGCAAGAG GAAGCCGTGG AGGAACAAGA GGGTGGCTTC C 51 

<210> 521 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44019290 
<400> 521 

GCGGATAAGT AGAGGACCTT CATGTGGTAT TTGCTGGTGA AGTTGGTTCG G 51 

<210> 522 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42336656 
<400> 522 

CTTAGACATA CAATATACTT ACCTTGGAGG TCACGTATGT TTGTCCGCAC A 51 

<210> 523 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42730678 
<400> 523 

GGAGCGAGCG TGGATCCAGT TCGCGTCGGG GTTGTTTGGG TCAAGTTGCT G 51 

<210> 524 

<211> 51 

<212> DNA' 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg42714160 
<400> 524 

GCCCTGTGCC TGACGGAGAG GCAGAGCAAG ATATGGTTCC AGAACCGACG C 51 

<210> 525 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<22d> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 



<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg42359655 



<400> 525 

CTGGGCACCA TATAGGATAG CCCACGCCGT CATCAAAGCC CATGCCAGAG T 



51 



<210> 526 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43925670 
<400> 526 

GTGGAGGGTG CAGGTGAAGT AGCATGCACT TCCTTCTTCC TCTTTCTTGA T 51 

<210> 527 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43090990 
<400> 527 

TGCTCCATCA AAAATGAAGC AAGGCTGCCA TGTTTACCGA CACCGGGAAA A 51 

<210> 528 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43969763 



<400> 528 

CAAAAGCAAG AAAGTTCTTT GAGAATTTGC CAGATGGCAC TTGGAACTTA A 



51 



# • 



<210> 529 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932396 
<400> 529 

AGTCCACCGC CGCCTCAGGC CGTGCTGCTG GCCGAGTAGG AGAACTGGGG G 51 

<210> 530 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 530 

GGCACTGAAG AAATCCCTGA CATCACATTG GCGCTGCTGA CGGGCGTACT G 51 

<210> 531 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 531 

GGGCTGACAA GGTGCTGATT TTCACGGTGG ACAAAGCGTT CCCATCGCTT T 51 

<210> 532 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 532 

TTCAATGTTG TATTTGTCAA TATAGCCATA TAAATCTTCT GTCCCCAGAA C 51 

<210> 533 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917871 
<400> 533 

TGTAAAATCG AATATCATAG TCTGTGAACG TCTGGTACAA TTGCTTGAAG T 51 

<210> 534 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43322545 
<400> 534 

TCGGCTAGGC AGCCTCCATC CTCACCCCCC TTATCACATC CGCGTGGCAT G 51 

<210> 535 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43322545 
<400> 535 

TTCCTCCTCT ATTCCCGGCT CGGGGGCCAG CCAGTGTACC TGCCCACTCA G 

<210> 536 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958558 
<400> 536 

TCCGGGATAA GCTCCAGGTG CTCCATGGTA GGCGCCTGGA GGTGCCTGTC C 

<210> 537 
<211> 51 
<212> DNA 

<213> Homo sapiens • 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966144 
<400> 537 

AAGCTTGTCA TGCCTCACAG CAGTGAGCAC AAGACTGCCC AGCCCAATGG A 

<210> 538 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43966144 
<400> 538 

ACTTACACCT GTGTGGTAGA GCACACTGGG GCTCCTGAGC CCATCCTTCG G 



<210> 539 



<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42686658 
<400> 539 

GGCCTGGTGG GCTTCCTCGT GGGCATCGTC CTCATCATCA TGGGCACATA T 

<210> 540 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 540 

CTGAGCCCAG AGCGTTGTCT CCTGCGCATG AGCACCACAG TCAGGCCTTG A 

<210> 541 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38337333 
<400> 541 

AGCCCGGCCG GGCCCCACGG TTCGCGCAGG AGAGAACGTG ACCTTGTCCT G 

<210> 542 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42481172 
<400> 542 

CCGGCTGTGC TCAGGGGTGT GGGGTGCGGA TACAGAGGAG CGGCTGGTGG A 51 

<210> 543 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000465 
<400> 543 

GAAGATGCCC TCCTCAGACA TGAGTTGAAA GGTTATCAGA AATGGGTCCG C 51 

<210> 544 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3000465 
<400> 544 

AGATGCCCTC CTCAGACATG AGTGGCAAGG TTATCAGAAA TGGGTCCGCC C 51 

<210> 545 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43249083 



<400> 545 

GCCTCGGGCT TCCACTACGG TGTGCTCGCC TGCGAGGGCT GCAAGGGCTT T 

<210> 546 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44928796 
<400> 546 

AGCGGGACGG TCCGGAGCAA GCCCACAGGC AGAGGAGGCG ACAGAGGGAA A 

<210> 547 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43323772 
<400> 547 

GTGCCGGGAG TGAGCGATGA GCTGGTTTCT GTTCCTGGCC CACAGAGTCG C 

<210> 548 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_^f eature 
<222> (0) . . . (0) 

<223> Accession number cg42732993 
<400> 548 

GGCTATAATC ACAATGGGGA ATGGTTTGAA GCCCAAACCA AAAATGGCCA A 

<210> 549 
<211> 51 



<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42904626 
<400> 549 

ATATAAACTT GTGGTAGTTG GAGCTTGTGG CGTAGGCAAG AGTGCCTTGA C 51 

<210> 550 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42904626 
<400> 550 

TGGATATTCT CGACACAGCA GGTCACGAGG AGTACAGTGC AATGAGGGAC C 51 

<210> 551 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42691989 
<400> 551 

CTGTTCAGGA TCTCCTCATT CTGACTGTTC TCCTGATGTC CAAATTGGTT G 51 

<210> 552 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 



<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917453 
<400> 552 

AGGTCCTCGC GGAGCTGGGT CCGGGGCCCG GGAGGGTAGG TCAGCGCAGA C 51 

<210> 553 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43947363 
<400> 553 

CTGGCGCACT ACTCGGACCT GCTCCTCCTG GCGGGCCTGG GGCTGATTGA G 51 

<210> 554 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43928335 
<400> 554 

GCACAAGGAA CGGAATTGCT GTCTGGTTTC TGCTTTAACA GCATTTGATG C 51 

<210> 555 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43996195 



<400> 555 

CTTCGGGGAA AGTTGGGGAT TTCACTGTAG TCAAAGATCT GGGCCTGAGT T 



51 



<210> 556 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44022214 
<400> 556 

AGGTCCTCCT CGAATTGGGA TGGCCGAGGT GCATCATCAT CATCCCAGAG G 51 

<210> 557 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43958858 
<400> 557 

CTCAGACCAT GTCCTTCGGA TGCACGGTTA CAGAGCACCT GGGGAGCAGG A 51 

<210> 558 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 558 

CGCTTTGAGA CGCAGCTGGG CACCCTGGCG CAGTTCCCCA ACACACTCCT G 51 

<210> 559 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 559 

GGGGGACGAG GCCATGGAGC GCTTCGGCGA GGATGAGGGC TTCATTAAAG A 

<210> 560 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42534568 
<400> 560 

CATTAAAGAA GAGGAGAAGC CCCTGGCCCG CAACGAGTTC CAGCGCCAGG T 

<210> 561 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43154190 
<400> 561 

TGGAGGGGAT GCTCATTTTG ATGAACATGA AAGGTGGACC AACAATTTCA G 

<210> 562 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43154190 
<400> 562 

GATGAAAGGT GGACCAACAA TTTCACAGAG TACAACTTAC ATCGTGTTGC G 51 

<210> 563 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43927549 
<400> 563 

ATTCTACGAT TCCGGTTTGC TCCAGTGTAA ACTAGCGCTC CTTTCCGTAA C 51 

<210> 564 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43325541 
<400> 564 

CGCTGCCTTC TCCCGAAAGG TCTGCTCCTT CACGCGTTCG GCTTCCCGCA G 51 

<210> 565 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 



<400> 565 



GTGAAGGCAT TTGTGGTCCT GGCCTTGCAG TTCCTGTCCC ATGACCCAGA A 



<210> 566 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43064068 
<400> 566 

GACTGTCACA GGGAAAATTC AACGAACCAA GCTTCGAGAC AAGGAGTGGA A 

<210> 567 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36988276 
<400> 567 

GCAAGAAGTT GATTATATGA CTCAGGCTAG GGGTCAGAGA TCCTCTCTGG C 

<210> 568 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36988276 
<400> 568 

AAGGCCAACA ACCTGCTCTA CATCACCCCT GAGGCCTTCC AGAACCTTCC C 

<210> 569 
<211> 51 
<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg32296848 
<400> 569 

GAATGTCTTG AGAATCCAGT GTCTCTGCAG AAAGCAGTCT TCCAAACATG C 

<210> 570 
<211> 51 
<212> DNA 

< 2 13 > Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2524739 
<400> 570 

TCTCTCTGGA GAAGATCCAA CCCATGACAC AAAACGGTCA GCACCCAACC T 

<210> 571 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2320320 
<400> 571 

AGTGTCTGGA TGATCTTTGT GGTCATTGCA TCCGTTTTCA CAAATGGGCT T 

<210> 572 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg43264978 
<400> 572 

CATCTTCTCC ATCAACCTCT TCAGCGGCAT TTTCTTCCTC ACGTGCATGA G 

<210> 573 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3003708 
<400> 573 

TCTTTTGTGG ACATCTGCTT CTCCTCCACC ACCGTCCCCA AGATGCTGGC C 

<210> 574 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg38841806 
<400> 574 

GGCCCTGAGA GCAACACCAC GGGCACCACA GCCTTCTCCA TGCCCAGCTG G 

<210> 575 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43336100 
<400> 575 

TGGAAGCGTG CATCCAGTGA GACCATTGAG GCTTGAGTCT TTTAGTGCCT G 



<210> 576 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43335562 
<400> 576 

GAGGCGCGGG GAGCCAGGCC TGGGCCCCGG GTCCCCAAGA CCCTTGTGCT C 51 

<210> 577 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . ! (0) 

<223> Accession number cg43140548 
<400> 577 

ACTCGCACGT GGATCCTGAG GCTGTGAGAG GTAAGGAAGG CTTTGCCACA G 51 

<210> 578 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43011561 
<400> 578 

CATTGACAGC GAGGCCTCCT CAGCCTTCTT CATGGCGAAG AAGAAGACGC C 51 

<210> 579 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43998970 
<400> 579 

TGACAGAGCT GTACCGTGAC ATTTTGCAGC ACCTTCGGGA TGAATCAGGC A 

<210> 580 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 580 

CACTACTATG TCTTCACCGA CCAGCTGGCC GCGGTGCCCC GCGTGACGCT G 

<210> 581 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 581 

TCGGCAGCTG TCAGTGCTGG AGGTGGGCGC CTACAAGCGC TGGCAGGACG T 

<210> 582 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<22l> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 582 

GGTGTGCGTG GACGTGGACA TGGAGATCCG CGACCACGTG GGCGTGGAGA T 

<210> 583 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 583 

TCCGCTGTTC GGCACCCTGC ACCCCAGCTT CTACGGAAGC AGCCGGGAGG C 

<210> 584 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<22 3> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg253 7639 
<400> 584 

CAAGGACGAG GGCGATTTCT ACTACATGGG GGGGTTCTTC GGGGGGTCGG T 

<210> 585 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2537639 
<400> 585 

GTTCTTCGGG GGGTCGGTGC AAGAGATGCA GCGGCTCACC AGGGCCTGCC A 



<210> 586. 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42742340 
<400> 586 

CACATCGTGG TGGAGCTGAC CCAGGATGAC GCTTTGGGCT CCAGGTGGCG G 51 

<210> 587 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41653463 
<400> 587 

GTCTGAAAGA TTTCCACAAG GACATGCTGA AGCCCTCACC AGGGAAGAGC C 51 

<210> 588 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 
<400> 588 

CAAGTTCACC AACAACTGCT ACAGGCACGC GATTGTCACC ACCTCCATCA A 51 

<210> 589 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



# 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40351913 
<400> 589 

TCCTCCGGCT TCGTCGTCTT CTCCTCCCTG GGGTACATGG CACAGAAGCA C 51 

<210> 590 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43955093 
<400> 590 

CTGCGGTAGC TGTCCCAGGC CTCGGGCCGC GCCGCCTCGT CCATGTTGAG G 51 

<210> 591 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43055918 
<400> 591 

GCATAGGACA TGGCGGGCTT GCCCCGCGCA GAGCTCTGGG GGCTACTGCT A 51 

<210> 592 
<211> 51 
<212> DNA 
<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg43968854 
<400> 592 

CAACCCCTAG AAGACCTGGC TGGCTGGAAA GAGCTCTTCC AGACACCAGT A 

<210> 593 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43070241 
<400> 593 

CCATTGTTCA AGACATCCTA CGTTTGGAAA TGCCTGCAAG CAAAATTGTC C 

<210> 594 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 ^ 
<400> 594 

ACAATTCAGA GAGGGAGACT GAGCATACAC CAGCATTGAT CATGGTGCCA A 

<210> 595 

<211> 51 

<212> DNA 

< 2 1 3 > Homo s ap i ens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 
<400> 595 

ATCAGGAAAG GTGTTGGATC ACTGGTGCAT CATGACCAGT GAGGAAGAAG T 



<210> 596 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 
<400> 596 

CCCCAAACAG GAAGTCCATG GGCCCTACCC TGACAGCAGC TTCTTAACTT C 51 

<210> 597 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43262121 
<400> 597 

CCCAAACAGG AAGTCCATGG GCCCATCCCT GACAGCAGCT TCTTAACTTC C 51 

<210> 598 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44024279 
<400> 598 

CTGGAAGAAC TTTGCCATGA GAAAGGAATT TTGGAGAAGT ACGGACATTC A 51 

<210> 599 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 



<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44928804 
<400> 599 

AATGATTAAC AACAACCTGA GACACACGGA TGAAATGTTC TGGAACCACG T 

<210> 600 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43317253 
<400> 600 

GCCCCCAGGC ATGGCTAGCT CGTGTTCCGT GCAGGTGAAG CTGGAGCTGG G 

<210> 601 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637661 
<400> 601 

CAGCTTTCCA TCCATTTTTA TTTATAGACA TACTGCTAGT GGAAAGACCT A 

<210> 602 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> 
<222> 
<223> 



misc_f eature 
(0) . . . (0) 

Accession number cg42913861 



<400> 602 

CAGGTGTCCT GCGAGCCACC CGGGGCTCCG GGTGGCGGGG GTGGCGGCGG C 

<210> 603 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43249389 
<400> 603 

AGAGGAGAGA GCCGCCCTCG AGCGGGGCAA GGCGATTGAG AAAAACCTCA A 

<210> 604 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43919239 
<400> 604 

GCCAGAGTTG CAGCATCAGG GCCAGCCTGA GCAGGAGACC CCCAGTCCCA T 

<210> 605 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41642952 
<400> 605 

TAGGAATGAC AGCAGTAGGA GTAATGGGAA GGCCAAAAAT CCCCCTGGAG A 

<210> 606 
<211> 51 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43945147 
<400> 606 

TGTTCCTGGA GCCTCAATGG TACAGCGTGC TCGAGAAGGA CAGTGTGACT C 

<210> 607 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43926002 
<400> 607 

GGGCACAGAA ACACAGCAGC GGGAGSAGCA ACACCAGCAC TGCCAACAGA T 

<210> 608 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43972311 
<400> 608 

ATTGCCATTG TGGTAACTCT GGGTCGCATC ATCTTCAGTG CCCCAATTGT G 

<210> 609 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42556108 
<400> 609 

GTGAAGCGGT GTATGGGGAC AGTGAACCTC AACCAGGCCA GGGGCTCCTT T 

<210> 610 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg36842490 
<400> 610 

AGTGACTTCA GTAAACTCTT GGGTCCACTT TCTGCCAAAA AGTACCTTGA G 

<210> 611 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942549 
<400> 611 

CGGTATAACG TCAAAAATCC TGTTTTTCAG CCAAGGTTCA GAAATTGCCT C 

<210> 612 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42381630 



<400> 612 

AAGGCGCTAT GTACAGCCTC CTGAAGTGAT TGGGCCTATG CGGCCCGAGC A 



51 



<210> 613 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) ■ 

<223> Accession number cg42381630 
<400> 613 

TGAAGATGGT CCTGATGGGC AGGAGGTGGA CCCGCCAAAT CCAGAGGAGG T 51 

<210> 614 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg3004395 
<400> 614 

ATTACTGAAG GGTGGAGAAC AGAAGCGTCA TGAAAAAATA TCTGCTTCAT T 51 

<210> 615 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43960645 
<400> 615 

CACTTCCTCT TTCTCTTTGG ATGCCTCACC CTCCTGTTGG GGGGCAGATG G 51 

<210> 616 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 616 

GAAGACAAGG TGGTACAAAG CCCTCAATCT CTGGTTGTCC ACGAGGGAGA C 

<210> 617 
<211> 51 ' 
<212> DNA 

<213> Homo sapiens ^ 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 617 

TGTAACTCTC AATTGCAGTT ATGAAATGAC TAACTTTCGA AGCCTACTAT G 

<210> 618 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg2526759 
<400> 618 

GAAGTGACTA ACTTTCGAAG CCTACAATGG TACAAGCAGG AAAAGAAAGC T 

<210> 619 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 



<221> misc_f eature 
<222> (0) . . . (0) 

<223> Accession number cg2 526759 
<400> 619 

AGCATATTAG ATAAGAAAGA ACTTTCCAGC ATCCTGAACA TCACAGCCAC C 51 

<210> 620 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 620 

TACAGAATAT GTCGTCGGTG CCCCCCACTT GGAGCTGGAC CCTGGGAGCG G 51 

<210> 621 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg40310734 
<400> 621 

GTCGGCTTCT TCAAGCGGAA CCGGCACACC CCTGGAAGAA GATGATGAAG A 51 

<210> 622 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 
<221> misc feature 



<222> (0) . . . (0) 

<223> Accession number cg43956660 
<400> 622 

GTCCATCACT TCACTTCAGT TATTCCCTAG GAGGTTGTAT AGTCTTCTGA 50 

<210> 623 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43970982 
<400> 623 

CTCCAGGGAT AGTTGGACAG AAGGGGAGAC CCTGGCTACC CAGGACCAGC T 51 

<210> 624 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42175288 
<400> 624 

GCTATGGAGG CAAAATGGGA GGAAGGAAAC GACTACAGAA ATGATCAGCG C 51 

<210> 625 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg42175288 



<400> 625 

CGGTTACTCC AGTTATGGAC AAAGTCTATT CACAGTCCTA TGGTGGTTAT G 



51 



<210> 626 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41554010 
<400> 626 

GGCCGAGCAG CTGCGGCGCC AGCTGGACCC CCTACGCACA GCGCATGGAG A 

<210> 627 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43065549 
<400> 627 

CAGACTTCCA CAGAGTGCTG GATGAACGCG GCCTGCCTTG CCCCAGGGTT A 

<210> 628 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41568631 
<400> 628 

TGACCACGGG GTGCTGGATG CCTGCCTTAT ACATCCTGGA CCGGCGGGGG A 

<210> 629 

<211> 51 

<212> DNA 

<213> Homo sapiens 



<220> 



<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg41637704 
<400> 629 

GCGCCGCGAG ACAAGGGCAG CGGACGCGCC TGCGGACTTG AGGGACAGTG A 

<210> 630 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43933380 
<400> 630 

ATAAGTTACA ATGCTTTTTT TGTTTAAAAA AAAAAAAAGT CTGTACTTTA 

<210> 631 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43072541 
<400> 631 

CTGTGGGGCT GGTTCTGTAT CTGATCATCA TTCGATTACG AAATAAAACG T 

<210> 632 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 



<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44032168 
<400> 632 

GTCAGCCGCT ACCTCGACTG GATCCTATGG GCACATCAGA GACAAGGAAG C 

<210> 633 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<222> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43931248 
<400> 633 

CCGGGCAGAG CTGCGTCTGC TGAGGGCTCA AGTTAAAAGT GGAGCAGCAC G 

<210> 634 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc__f eature 
<222> (0) . . . (0) 

<223> Accession number cg43931248 
<400> 634 

CCGGGCAGAG CTGCGTCTGC TGAGGGCTCA AGTTAAAAGT GGAGCAGCAC G 

<210> 635 
<211> 51 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43272560 



<400> 635 

AATCTCCGCA CTGCAGGCCA GGGGCCTGGC CAGCTACAGA GAGAGGTCAC A 

<210> 636 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43266471 
<400> 636 

CCAGGATCCA TTTTGAGGAT TATGGTGTGC TGGGACACCA TCAACTCCTC A 

<210> 637 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995237 
<400> 637 

CAAATCCCCC CGTTTCTTCA TCTTGGACAT GCTAAAATGA AATTACGCAG T 

<210> 638 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43995237 
<400> 638 

TTCTTCATCT TGACATGCTA AAATGGAAAT TACGCAGTTT CTCTCTATCA A 

<210> 639 
<211> 51 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43254094 
<400> 639 

CCGCCTCTGC TGCTGCTGCT GCTGCGGCGT CCCGCCCAGC CGCAGCTTCC 

<210> 640 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034555 
<400> 640 

ATCCAGGCTG AGCTGGATCA TCTGAGGCCT CCAGCCACCC GTTTTCCCTT 

<210> 641 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44034555 
<400> 641 

CCAGGCTGAG CTGGATCATC TGAGGCCTCC AGCCACCCGT TTTCCCTTGA 



<210> 642 



<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26)... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg39711096 
<400> 642 

AGCGAGTCCT CCGGGAGGCC CACAGGTTAC TGCCTCCAGC TGCAGCAGTG A 

<210> 643 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44128902 
<400> 643 

CGTTCCAGAG GAGCATATCT GCTGACTGAT GACCTGCAAG AGTCATCCAG A 

<210> 644 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43946951 
<400> 644 

GGAACTCGAG CACGTCGTCG GGGGACCCAA GATCACCGGC GCCCTCTGGT 

<210> 645 
<211> 50 
<212> DNA 



<213> Homo sapiens 



<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948890 
<400> 645 

ATTCCCGGGG GAGGGGGCCC TGTAAGGAAA CCAGACAATC CCATGAGACT 

<210> 646 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43948890 
<400> 646 

TCCCGGGGGA GGGGGCCCTG TAAGGAAACC AGACAATCCC ATGAGACTCC 

<210> 647 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43917524 



<400> 647 

GGGCCTGTCT GCCCAGTGGA GGAGGTTCCG CTGGTGTTCT AGGGGGCATC 

<210> 648 

<211> 51 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43942004 
<400> 648 

CTCTCGGCAC TGGTGACTGG CGAGAGCCTG GAGCGGCTTC GGAGAGGGCT A 

<210> 649 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg43932428 
<400> 649 

TCGTGGCCAG GTCCTTCTGC GTAAGCCCTT GCTCTGCCGA CCTTGCTGGA 

<210> 650 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> allele 
<222> (26) ... (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 



<223> Accession number cg44010855 



<400> 650 

GGTCCAAATG CAAGTGCTCC CGGAAGGACC CAAGATCCGC TACAGCGACG 

<210> 651 
<211> 50 
<212> DNA 

<213> Homo sapiens 
<220> 

<221> allele 
<222> (26) . . . (0) 

<223> single nucleotide polymorphism 

<221> misc_feature 
<222> (25) . . . (26) 

<223> Nucleotide deleted between bases 25 and 26 

<221> misc_feature 
<222> (0) . . . (0) 

<223> Accession number cg44010855 
<400> 651 

TCCAAATGCA AGTGCTCCCG GAAGGACCCA AGATCCGCTA CAGCGACGTG 

<210> 652 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 652 

Pro Ala Glu Lys Asp Ala Val Pro Gin Thr Phe Ser Val Leu 
15 10 

<210> 653 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 653 

Arg Leu His Arg Leu Arg Gly Glu Gin Met Ala Ser Tyr Phe 
15 10 

<210> 654 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 654 

Gly Ala Pro Leu Tyr Met Asp Ser Arg Ala Asp Arg Lys Leu 
15 10 

<210> 655 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 655 

Gin Ala Gly Thr Thr Leu Asp Leu Asp Leu Gly Gly Lys His 
15 10 

<210> 656 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 656 

Lys Cys Glu Cys Ser Arg Ala Tyr Gin Met Asp Leu Ala Thr 
15 10 

<210> 657 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 657 

Asp Val Arg Gly Asn Leu Lys Gly Asn Thr Glu Gly Leu Gin 
15 10 

<210> 658 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 658 

Val Pro Leu Glu Thr Pro Arg Val His Ser Arg Ala Pro Ser 
15 10 

<210> 659 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 659 

Pro Phe Gly Val lie Val Arg Arg Gin Leu Asp Gly Arg Val 
15 10 

<210> 660 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 660 

Trp Gly Lys Glu Pro Lys Leu Glu Ser Ala Trp Met Asn Gly 
15 10 

<210> 661 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 661 

Ser Arg Gly Tyr Arg Asn Arg Arg Ser Ser Arg Glu Thr Arg 
15 10 

<210> 662 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 662 

Gly Ala Met Leu Leu Asn lie Ser Gly His Val Lys Glu Ser 
15 10 

<210> 663 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 663 

Gin Gly Gly Lys Leu Ser Val Val Leu Arg Ala Glu Asp lie 
15 10 

<210> 664 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 664 

Pro Gly Asp lie Ser Arg Leu Leu Glu Phe Thr Lys Ala His 
15 10 

<210> 665 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 665 

Val Val He Pro Ser Asp Phe Phe Gin He Val Gly Gly Ser 
15 10 

<210> 666 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 



<221> VARIANT 

<222> {?)... (0) 

<223> cSNP translation 



<400> 666 

Lys Arg Lys Leu Phe lie Arg Ser Met Gly Glu Gly Thr lie 
15 10 

<210> 667 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 667 

Glu Gin Ala Arg Gin Gly Leu Lys Gly Leu Glu Glu Thr Val 
15 10 

<210> 668 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 668 

Cys End Ala Gin Ser Val lie Ser Cys Pro End Ala Pro Gin 
15 10 

<210> 669 

<211> 14 

<212> PRT- 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 669 

Ser Phe Leu lie Ser Pro Leu Thr Pro Ala His Ala Gly Thr 
15 10 

<210> 670 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



<222> (7) . . . (0) 

<223> cSNP translation 



<400> 670 

Trp Cys Ser Lys Lys Lys Asp Ala Ala Val Met Asn Gin Glu 
15 10 

<210> 671 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 671 

Val Ala Leu Pro Gin Pro Leu Gly Val Pro Asn Glu Ser Gin 
15 10 

<210> 672 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 672 

Gly lie Gin Asn Lys Glu Val Glu Val Arg lie Phe His Cys 
15 10 

<210> 673 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 673 

Val Asp Asn lie Arg Ser Val Phe Gly Asn Ala Val Ser Arg 
15 10 

<210> 674 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translation 



<400> 674 

Leu Thr lie Gin Leu lie Glu Asn His Phe Val Asp Glu Tyr 
15 10 

<210> 675 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 675 

Tyr Gly lie Pro Phe lie Gin Thr Ser Ala Lys Thr Arg Gin 
15 10 

<210> 676 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 676 

Ser Ala Ser Lys Gin Ala Val Arg Pro Val Leu Ala Thr Thr 
15 10 

<210> 677 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 677 

Tyr Cys Met Val Phe Leu Ala Leu Tyr Val Gin Ala Arg Leu 
15 10 

<210> 678 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 678 

Val Gly Thr Tyr Arg Cys Val Pro Gly Lys Lys Gly Gly Tyr 
15 10 



<210> 679 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 679 

Gly Arg Ala Thr Ser Gly Ser Glu His Gin Phe Cys Gly Gly 
15 10 

<210> 680 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 680 

Gly Glu Trp lie Thr Val Asp Gin Thr Thr Thr Ala Asn Arg 
15 10 

<210> 681 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 681 

Pro Glu Leu Val Leu Glu Leu Pro lie Arg His Pro Lys Phe 
1 5 10 

<210> 682 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 682 

Glu Trp Phe Lys Asp Leu Ala Leu Lys Trp Tyr Gly Leu Pro 
15 10 



<210> 683 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 683 

Tyr lie Thr Gly Asp Arg Gly Tyr Met Asp Lys Asp Gly Tyr 
15 10 

<210> 684 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 684 

Ser Gly Tyr Pro Lys Met Ser Ala His Thr His Ser Ser Phe 
15 10 

<210> 685 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 685 

Val Val Lys Ala Phe Val lie Leu Ala Ser Gin Phe Leu Ser 
IS 10 

<210> 686 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 686 



Asp Pro Leu lie Tyr Ala Phe Arg Ser Gin Glu Met Arg Lys 
15 10 



<210> 687 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 687 

Leu Ala Thr Leu Pro Glu Tyr Val Val Tyr Lys Pro Gin Met 
15 10 

<210> 688 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 688 

Leu Ala Pro Gin Gin Arg Val Ala Pro Gin Gin Lys Arg Ser 
15 10 

<210> 689 
<211> 14 
<212> PRT 

< 2 1 3 > Homo s ap i en s 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 689 

Leu Tyr Arg Asp lie Phe Glu His Leu Arg Asp Glu Ser Gly 
1 5 10 

<210> 690 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 690 

Asp Phe Tyr Tyr Leu Gly Ala Phe Phe Gly Gly Ser Val Gin 



10 



<210> 691 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 691 

Leu Thr Met Val Thr Leu Val Thr Leu Pro Leu Leu Phe Leu 
15 10 



<210> 692 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 692 

Arg Ala Leu Tyr Leu Leu lie Arg Arg Val Leu His Leu Gly 
15 10 

<210> 693 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 693 

Glu Glu Ala Met Asn Ala Val Tyr Ser Gly Tyr Val Tyr Thr 
15 10 



<210> 694 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 694 

Ser Ala Ala Ser Tyr Asn Val Lys Thr Ala Tyr Arg Lys Tyr 
15 10 



<210> 695 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 695 

Glu Ser Thr Thr Val Gly Ser Ser 
1 5 

<210> 696 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 696 

Gin Gin Trp Ser Glu His His Ala Phe Leu Ser Gin Gly Ser 
15 10 

<210> 697 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 697 

Asp Asn Phe Ser Val Thr Glu Val Pro Phe Thr Glu Ser Ala 
15 10 

<210> 698 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 698 

Pro Gly Arg Arg Gin Arg Leu Thr Met Ala lie Arg Thr Val 
15 10 



<210> 699 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 699 

Leu Ala Gly Lys Val Ala Gin Val Lys Lys Asn Gly Arg lie 
15 10 

<210> 700 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 700 

Leu Glu Asn Gin Lys Lys Val Arg Lys Lys Lys Val Leu lie 
15 10 

<210> 701 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 701 

Val Ser Asp Glu Glu Leu Asp Gin Met Leu Asp Ser Gly Gin 
15 10 

<210> 702 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 702 

Trp Leu Gly Phe Asn Lys Gin Arg Gly His Leu Gin lie Ala 
15 10 



<210> 703 



<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 703 

Glu Pro Glu Cys Arg Glu Val Phe His Arg Arg Ala Arg Ala 
15 10 

<210> 704 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 704 

Leu Pro Cys Gly Pro Gly Val Lys Gly Arg Cys Phe Gly Pro 
15 10 

<210> 705 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 705 

Ser Ala Met Asp Thr Arg Leu Leu Cys Cys Ala Val lie Cys 
15 10 

<210> 706 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> -706 

Asn Thr Arg Leu Leu Cys His Val Met Leu Cys Leu Leu Gly 
15 10 



<210> 707 
<211> 14 



I 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 707 

Gin Thr Gly Asp Ser Ala lie Tyr Leu Cys Ala Val Glu Ala 
15 10 

<210> 708 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 708 

Val Tyr Leu Cys Ala Val Asp Ala Tyr Ser Asn Asp Tyr Lys 
15 10 

<210> 709 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 709 

Gin Lys Gin Met Glu Leu Asp Ser lie Leu Val Ala Leu Leu 
15 10 

<210> 710 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation. 

<400> 710 

Gly Ser Thr Val He Ala Gly Ser He Asn Ala His Gly Ser 
15 10 

<210> 711 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 711 

Pro Val Met Gly Leu Met lie Tyr Met Met Val Met Asp His 
15 10 

<210> 712 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 712 

Ser Ser Gin Asp Pro Ala Ser Val Arg Glu Cys His Asp Pro 
1 5 10 

<210> 713 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 713 

Val Leu Leu Leu Leu Gly Ala Cys Ala Ala Pro Pro Ala Trp 
1 5 10 

<210> 714 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 714 

Ser Leu Pro Tyr Ala Val Ala Pro Leu Ser Leu Pro Arg Gly 
15 10 

<210> 715 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 715 

Tyr Gly Pro Gin Cys Gin Leu Val lie Gin Cys Glu Pro Leu 
15 10 

<210> 716 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (l) ... (0) 

<223> cSNP translation 

<400> 716 

Thr Met Asp Cys Thr His Ser Leu Gly Asn Phe Ser Phe Ser 
15 10 

<210> 717 
<211> 14 
<212> PRT 

< 2 1 3 > Homo s ap i ens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 717 

Gly Thr Thr Glu Thr Gly Gly Gin Gly Lys Gly Thr Ser Lys 
1 5 10 

<210> 718 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 718 

Cys Asn Gly Val Ala Val Cys Ser Asn Gin Asp Leu lie Thr 
15 10 

<210> 719 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 719 

Leu Val Ser Tyr Cys Pro Arg Arg Leu Gin Gin Leu Leu Pro 
15 10 

<210> 720 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 720 

Arg Pro Gly Ser Pro Glu Gly Pro Leu Gly Pro Gly Gly Pro 
15 10 

<210> 721 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 721 

Tyr Ala Glu Arg Tyr Gin Met Pro Thr Gly lie Lys Gly Pro 
15 10 

<210> 722 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 722 

Asn Pro Leu Val Pro Gly Thr Pro Gly Arg Pro Gly lie Pro 
15 10 

<210> 723 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 



<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 723 

Val Thr Asn Arg Pro Cys Gly Ser Gin Val Arg Cys Glu Gly 
15 10 

<210> 724 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 724 

Ser Thr Thr Cys Val Arg Gin Ala Gin Cys Gly Gin Asp Phe 
15 10 

<210> 725 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 725 

Gly Gly Gin Pro Cys Thr Ala Pro Leu Val Ala Phe Gin Pro 
15 10 

<210> 726 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 726 

Ser Pro Arg lie Ser Ser Pro Arg Pro Gin Gly Leu Ser Asn 
- 1 5 10 

<210> 727 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 



9 



<222> (7) . . . (0) 

<223> cSNP translation 

<400> 727 

Pro Met Thr Gin Thr Thr Ser Leu Lys Thr Ser Trp Val Asn 
15 10 

<210> 728 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 728 

lie Asn Ala Tyr lie Ser His Leu Gly Phe Arg Phe 
15 10 

<210> 729 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 729 

Leu His Ser Gly His Arg Gin Arg Pro Glu Phe Arg Pro Tyr 
15 10 

<210> 730 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 730 

Cys Ser Gin Glu Ala Lys Gin Ser Ala Tyr Cys Pro Tyr Ser 
15 10 

<210> 731 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translation 
<400> 731 

Arg Thr lie Leu lie Phe Gly Arg Cys Gin Glu Gin Phe Gly 
15 10 

<210> 732 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 732 

Asn Ala Asp lie lie Glu Ala Leu Arg Lys Lys Gly Phe Lys 
15 10 

<210> 733 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 733 

Asp Arg Val Glu Asn Tyr Lys Pro Arg 
1 5 

<210> 734 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 734 

lie Gin Thr Ala Glu Leu Thr Pro Glu Leu Val lie Ser Asn 
15 10 

<210> 735 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 735 

Glu Gin Gin Gin Glu Gin His Gin Glu Gin Gin Gin Glu Gin 
15 10 



<210> 736 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 736 

Leu Ser Phe lie Ser Thr Glu Leu Lys Tyr Pro Gly Met Pro 
1 5 10 

<210> 737 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 737 

lie Leu Pro Ser Gly Leu Ala Phe lie Ser Thr Gly Leu Lys 
15 10 

<210> 738 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 738 

Phe Tyr Leu Ala Met Asn" Glu Glu Gly Lys Leu Tyr Ala Lys 
15 10 

<210> 739 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 739 

Gly Leu Asp Gin Lys Arg lie Lys Tyr Val Val Gly Glu Leu 
15 10 



<210> 740 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 740 

Ala Gly Leu Gly Gin Val Arg Leu lie Val Gly lie Leu Leu 
15 10 

<210> 741 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 741 

Thr Leu Thr Ser Val Gly His Gin Ser Val Thr Pro Gly Glu 
15 10 

<210> 742 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 742 

Gly Gin Lys Thr Leu Thr Pro Val Gly Tyr Gin Ser Val Thr 
15 10 

<210> 743 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 743 



Thr Glu He Thr Gly Ala Thr Thr Met Thr Ser Val Gly His 
15 10 



<210> 744 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 744 

Gly Val Tyr He Leu Thr Tyr Asn Thr Ser Gin Tyr Asp Thr 
15 10 

<210> 745 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 745 

Pro Leu Ser Phe His Val He Trp He Ala Ser Phe Tyr Asn 
15 10 

<210> 746 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 746 

Ser Thr He Val Phe Leu Cys Pro Trp Ser Arg Gly Asn Phe 
15 10 

<210> 747 

<211> 13 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 747 

Pro Asp Pro Arg Glu Ala Cys Gly Ser Ser Ser Tyr Val 



1 5 10 

<210> 748 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 748 

Ala Lys Asp Met Asn Gly Thr Ser Leu His Gly Lys Ala lie 
15 10 

<210> 749 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 749 

Arg Ser Ala Arg Gly Ser Arg Gly Gly Thr Arg Gly Trp Leu 
15 10 

<210> 750 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 750 

Asn Phe Thr Ser Lys Tyr His Met Lys Val Leu Tyr Leu Ser 
15 10 

<210> 751 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 751 

lie Gin Tyr Thr Tyr Leu Gly Gly His Val Cys Leu Ser Ala 
15 10 



i 



<210> 752 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 752 

Leu Asp Pro Asn Asn Pro Asp Ala Asn Trp lie His Ala Arg 
15 10 

<210> 753 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 753 

Cys Leu Thr Glu Arg Gin Ser Lys lie Trp Phe Gin Asn Arg 
15 10 

<210> 754 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 754 

Pro Tyr Arg lie Ala His Ala Val lie Lys Ala His Ala Arg 
15 10 

<210> 755 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 755 

Lys Arg Lys Lys Glu Val His Ala Thr Ser Pro Ala Pro Ser 
1 5 10 



<210> 756 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 756 

lie Lys Asn Glu Ala Arg Leu Pro Cys Leu Pro Thr Pro Gly 
15 10 

<210> 757 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 757 

Ala Arg Lys Phe Phe Glu Asn Leu Pro Asp Gly Thr Trp Asn 
15 10 

<210> 758 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 758 

Phe Ser Tyr Ser Ala Ser Ser Thr 
1 5 

<210> 759 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) ... (0) 

<223> cSNP translation 

<400> 759 

Pro Val Ser Ser Ala Asn Val Met Ser Gly lie Ser Ser Val 
15 10 



<210> 760 



<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 760 

Trp Glu Arg Phe Val His Arg Glu Asn Gin His Leu Val Ser 
15 10 

<210> 761 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 761 

Gly Thr Glu Asp Leu Tyr Gly Tyr lie Asp Lys Tyr Asn lie 
15 10 

<210> 762 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 762 

Lys Gin Leu Tyr Gin Thr Phe Thr Asp Tyr Asp lie Arg Phe 
15 10 

<210> 763 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 763 

Gly Ser Leu His Pro His Pro Pro Tyr His lie Arg Val Ala 
15 10 



<210> 764 
<211> 14 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<22 3> cSNP translation 

<400> 764 

Leu Tyr Ser Arg Leu Gly Gly Gin Pro Val Tyr Leu Pro Thr 
15 10 

<210> 765 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 765 

Ala Pro Pro Gly Ala Tyr His Gly Ala Pro Gly Ala Tyr Pro 
15 10 

<210> 766 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 766 

Val Met Pro His Ser Ser Glu His Lys Thr Ala Gin Pro Asn 
1 5 10 

<210> 767 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 767 

Thr Cys Val Val Glu His Thr Gly Ala Pro Glu Pro lie Leu 
15 10 

<210> 768 
<211> 14 
<212> PRT 



<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 768 

Val Gly Phe Leu Val Gly lie Val Leu lie He Met Gly Thr 
15 10 

<210> 769 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 769 

Gin Ser Val Val Ser Cys Ala End Ala Pro Gin Ser Gly Leu 
15 10 

<210> 770 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 770 

Pro Gly Pro Thr Val Arg Ala Gly Glu Asn Val Thr Leu Ser 
15 10 

<210> 771 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 771 

Cys Ser Gly Val Trp Gly Ala Asp Thr Glu Glu Arg Leu Val 
15 10 

<210> 772 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 772 

Ala Leu Leu Arg His Glu Leu Lys Gly Tyr Gin Lys Trp Val 
15 10 

<210> 773 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 773 

Leu Leu Arg His Glu Trp Gin Gly Tyr Gin Lys Trp Val Arg 
15 10 

<210> 774 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 774 

Gly Phe His Tyr Gly Val Leu Ala Cys Glu Gly Cys Lys Gly 
15 10 

<210> 775 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 775 

Asp Gly Pro Glu Gin Ala His Arg Gin Arg Arg Arg Gin Arg 
1 5 10 

<210> 776 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 776 

Glu End Ala Met Ser Trp Phe Leu Phe Leu Ala His Arg Val 



10 

<210> 777 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 777 

Asn His Asn Gly Glu Trp Phe Glu Ala Gin Thr Lys Asn Gly 
15 10 

<210> 778 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 778 

Leu Val Val Val Gly Ala Cys Gly Val Gly Lys Ser Ala Leu 
15 10 

<210> 779 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 779 

lie Leu Asp Thr Ala Gly His Glu Glu Tyr Ser Ala Met Arg 
15 10 

<210> 780 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 



<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 780 

Phe Gly His Gin Glu Asn Ser Gin Asn Glu Glu lie Leu Asn 
15 10 

<210> 781 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 781 

Leu Thr Tyr Pro Pro Gly Pro Arg Thr Gin Leu Arg Glu Asp 
15 10 

<210> 782 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 782 

Gin Pro Gin Ala Arg Gin Glu Glu Gin Val Arg Val Val Arg 
1 5 10 

<210> 783 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 783 

Asn Ala Val Lys Ala Glu Thr Arg Gin Gin Phe Arg Ser Leu 

1 . 5 10 

<210> 784 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 



<222> (7) . . . (0), 

<223> cSNP translation 

<400> 784 

Ala Gin lie Phe Asp Tyr Ser Glu lie Pro Asn Phe Pro Arg 
15 10 

<210> 785 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 785 

Asp Asp Asp Asp Ala Pro Arg Pro Ser Gin Phe Glu Glu Asp 
15 10 

<210> 786 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 786 

His Val Leu Arg Met His Gly Tyr Arg Ala Pro Gly Glu Gin 
15 10 

<210> 787 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 787 

Glu Thr Gin Leu Gly Thr Leu Ala Gin Phe Pro Asn Thr Leu 
15 10 

<210> 788 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 



<223> cSNP translation 



<400> 788 

Glu Ala Met Glu Arg Phe Gly Glu Asp Glu Gly Phe lie Lys 
15 10 

<210> 789 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 789 

Glu Glu Glu Lys Pro Leu Ala Arg Asn Glu Phe Gin Arg Gin 
1 5 10 

<210> 790 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 790 

Asp Ala His Phe Asp Glu His Glu Arg Trp Thr Asn Asn Phe 
15 10 

<210> 791 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 791 

Arg Trp Thr Asn Asn Phe Thr Glu Tyr Asn Leu His Arg Val 
15 10 

<210> 792 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 792 

Asp Ser Gly Leu Leu Gin Cys Lys Leu Ala Leu Leu Ser Val 
15 10 



<210> 793 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 793 

Glu Ala Glu Arg Val Lys Glu Gin Thr Phe Arg Glu Lys Ala 
15 10 

<210> 794 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 794 

Ala Phe Val Val Leu Ala Leu Gin Phe Leu Ser His Asp Pro 
15 10 

<210> 795 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 795 

Thr Gly Lys lie Gin Arg Thr Lys Leu Arg Asp Lys Glu Trp 
15 10 

<210> 796 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 796 

Val Asp Tyr Met Thr Gin Ala Arg Gly Gin Arg Ser Ser Leu 
15 10 



<210> 797 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) , . . (0) 

<223> cSNP translation 

<400> 797 

Asn Asn Leu Leu Tyr lie Thr Pro Glu Ala Phe Gin Asn Leu 
15 10 

<210> 798 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 798 

Leu Arg lie Gin Cys Leu Cys Arg Lys Gin Ser Ser Lys His 
15 10 

<210> 799 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 799 

Leu Glu Lys lie Gin Pro Met Thr Gin Asn Gly Gin His Pro 
15 10 

<210> 800 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 800 



Trp Met He Phe Val Val He Ala Ser Val Phe Thr Asn Gly 
15 10 



<210> 801 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 801 

Ser He Asn Leu Phe Ser Gly He Phe Phe Leu Thr Cys Met 
15 10 

<210> 802 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 802 

Val Asp He Cys Phe Ser Ser Thr Thr Val Pro Lys Met Leu 
15 10 

<210> 803 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 803 

Glu Ser Asn Thr Thr Gly Thr Thr Ala Phe Ser Met Pro Ser 
1 5 10 

<210> 804 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 804 

Val His Pro Val Arg Pro Leu Arg Leu Glu Ser Phe Ser Ala 



15 10 

<210> 805 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 805 

Arg Gly Ala Arg Pro Gly Pro Arg Val Pro Lys Thr Leu Val 
1 5 10 

<210> 806 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 806 

Lys Ala Phe Leu Thr Ser His Ser Leu Arg lie His Val Arg 
15 10 

<210> 807 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 807 

Ser Glu Ala Ser Ser Ala Phe Phe Met Ala Lys Lys Lys Thr 
15 10 

<210> 808 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 808 

Glu Leu Tyr Arg Asp lie Leu Gin His Leu Arg Asp Glu Ser 
15 10 



<210> 809 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 809 

Tyr Val Phe Thr Asp Gin Leu Ala Ala Val Pro Arg Val Thr 
1 5 10 

<210> 810 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 810 

Leu Ser Val Leu Glu Val Gly Ala Tyr Lys Arg Trp Gin Asp 
15 10 

<210> 811 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 811 

Val Asp Val Asp Met Glu He Arg Asp His Val Gly Val Glu 
15 10 

<210> 812 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 812 

Phe Gly Thr Leu His Pro Ser Phe Tyr Gly Ser Ser Arg Glu 
15 10 



<210> 813 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 813 

Glu Gly Asp Phe Tyr Tyr Met Gly Gly Phe Phe Gly Gly Ser 
15 10 

<210> 814 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 814 

Gly Gly Ser Val Gin Glu Met Gin Arg Leu Thr Arg Ala Cys 
15 10 

<210> 815 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 815 

Val Val Glu Leu Thr Gin Asp Asp Ala Leu Gly Ser Arg Trp 
15 10 

<210> 816 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 816 

Lys Asp Phe His Lys Asp Met Leu Lys Pro Ser Pro Gly Lys 
15 10 



<210> 817 




<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 817 

Thr Asn Asn Cys Tyr Arg His Ala lie Val Thr Thr Ser lie 
15 10 



<210> 818 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 818 

Gly Phe Val Val Phe Ser Ser Leu Gly Tyr Met Ala Gin Lys 
15 10 



<210> 819 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<4Q0> 819 

Met Asp Glu Ala Ala Arg Pro Glu Ala Trp Asp Ser Tyr Arg 
15 10 



<210> 820 

<211> 14 

<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 820 

Ser Pro Gin Ser Ser Ala Arg Gly Lys Pro Ala Met Ser Tyr 
1 5 10 



<210> 821 
<211> 14 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 821 

Leu Glu Asp Leu Ala Gly Trp Lys Glu Leu Phe Gin Thr Pro 
15 10 

<210> 822 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 822 

Val Gin Asp lie Leu Arg Leu Glu Met Pro Ala Ser Lys lie 
15 10 

<210> 823 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 823 

Ser Glu Arg Glu Thr Glu His Thr Pro Ala Leu lie Met Val 
15 10 

<210> 824 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 824 

Lys Val Leu Asp His Trp Cys lie Met Thr Ser Glu Glu Glu 
15 10 



<210> 825 
<211> 14 
<212> PRT 



<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 825 

Gin Glu Val His Gly Pro Tyr Pro Asp Ser Ser Phe Leu Thr 
15 10 

<210> 826 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 826 

Gin Glu Val His Gly Pro lie Pro Asp Ser Ser Phe Leu Thr 
15 10 

<210> 827 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 827 

Glu Leu Cys His Glu Lys Gly lie Leu Glu Lys Tyr Gly His 
15 10 

<210> 828 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 828 

Asn Asn Asn Leu Arg His Thr Asp Glu Met Phe Trp Asn His 
15 10 

<210> 829 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 829 

Gly Met Ala Ser Ser Cys Ser Val Gin Val Lys Leu Glu Leu 
15 10 

<210> 830 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 830 

Pro Ser lie Phe lie Tyr Arg His Thr Ala Ser Gly Lys Thr 
15 10 

<210> 831 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 831 

Pro Pro Pro Pro Pro Gly Ala Pro Gly Gly Ser Gin Asp Thr 
1 5 10 

<210> 832 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 832 

Arg Ala Ala Leu Glu Arg Gly Lys Ala lie Glu Lys Asn Leu 
15 10 

<210> 833 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 833 

Thr Gly Gly Leu Leu Leu ArgLeu Ala Leu Met Leu Gin Leu 
15 10 

<210> 834 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 834 

Asp Ser Ser Ser Ser Asn Gly Lys Ala Lys Asn Pro Pro Gly 
15 10 

<210> 835 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 835 

Leu Glu Pro Gin Trp Tyr Ser Val Leu Glu Lys Asp Ser Val 
15 10 

<210> 836 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 836 

Gin Lys His Ser Ser Gly Xaa Ser Asn Thr Ser Thr Ala Asn 
15 10 

<210> 837 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 




<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 837 

Trp Gly Thr Glu Asp Asp Ala Thr Gin Ser Tyr His Asn Gly 
15 10 

<210> 838 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 838 

Arg Cys Met Gly Thr Val Asn Leu Asn Gin Ala Arg Gly Ser 
15 10 

<210> 839 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 839 

Phe Ser Lys Leu Leu Gly Pro Leu Ser Ala Lys Lys Tyr Leu 
15 10 

<210> 840 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 840 

Thr Ser Lys lie Leu Phe Phe Ser Gin Gly Ser Glu lie Ala 
15 10 

<210> 841 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 




<222> (7) . . . (0) 

<223> cSNP translation 

<400> 841 

Tyr Val.Gln Pro Pro Glu Val lie Gly Pro Met Arg Pro Glu 
15 10 

<210> 842 

<211> 14 

<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 842 

Gly Pro Asp Gly Gin Glu Val Asp Pro Pro Asn Pro Glu Glu 
15 10 

<210> 843 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 843 

Lys Gly Gly Glu Gin Lys Arg His Glu Lys lie Ser Ala Ser 
15 10 

<210> 844 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 844 

Ala Pro Gin Gin Glu Gly Glu Ala Ser Lys Glu Lys Glu Glu 
15 10 

<210> 845 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 
<221> 
<222> 



VARIANT 
(7) . . . (0) 



« t 

<223> cSNP translation 
<400> 845 

Lys Val Val Gin Ser Pro Gin Ser Leu Val Val His Glu Gly 
15 10 

<210> 846 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 

<400> 846 

Leu Asn Cys Ser Tyr Glu Met Thr Asn Phe Arg Ser Leu Leu 
15 10 

<210> 847 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 

<400> 847 

Thr Asn Phe Arg Ser Leu Gin Trp Tyr Lys Gin Glu Lys Lys 
15 10 

<210> 848 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (7) . . . (0) 
<223> cSNP translation 

<400> 848 

Leu Asp Lys Lys Glu Leu Ser Ser lie Leu Asn lie Thr Ala 
15 10 

<210> 849 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 
<222> (8) . . . (0) 
<223> cSNP translation 



<400> 849 

Glu Tyr Val Val Gly Ala Pro His Leu Glu Leu Asp Pro Gly 
15 10 

<210> 850 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 850 

Phe Phe Lys Arg Asn Arg His Thr Pro Gly Arg Arg End End 
15 10 

<210> 851 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 851 

Thr lie Gin Pro Pro Arg Glu End Leu 
1 5 

<210> 852 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 852 

Gly lie Val Gly Gin Lys Gly Arg Pro Trp Leu Pro Arg Thr 
15 10 

<210> 853 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 853 

Gly Gly Lys Met Gly Gly Arg Lys Arg Leu Gin Lys End Ser 
15 10 

<210> 854 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 854 

Tyr Ser Ser Tyr Gly Gin Ser Leu Phe Thr Val Leu Trp Trp 
15 10 

<210> 855 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 855 

Glu Gin Leu Arg Arg Gin Leu Asp Pro Leu Arg Thr Ala His 
15 10 

<210> 856 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 856 

Ser Thr Glu Cys Trp Met Asn Ala Ala Cys Leu Ala Pro Gly 
15 10 

<210> 857 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 



<400> 857 



His Gly Val Leu Asp Ala Cys Leu lie His Pro Gly Pro Ala 
15 10 

<210> 858 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 858 

Arg Asp Lys Gly Ser Gly Arg Ala Cys Gly Leu Glu Gly Gin 
15 10 

<210> 859 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 859 

Thr Asp Phe Phe Phe Phe End Thr Lys Lys Ala Leu End Leu 
15 10 

<210> 860 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 860 

Gly Ala Gly Ser Val Ser Asp His His Ser lie Thr Lys End 
1 5 .10 

<210> 861 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 



<400> 861 

Arg Tyr Leu Asp Trp lie Leu Trp Ala His Gin Arg 



10 



<210> 862 
<211> 14 
<212> PRT 

<213> Homo sapiens 



<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 862 

Ala Glu Leu Arg Leu Leu Arg Ala Gin Val Lys Ser Gly Ala 
15 10 



<210> 863 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 863 

Ala Glu Leu Arg Leu Leu Arg Ala Gin Val Lys Ser Gly Ala 
15 10 



<210> 864 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 864 

Pro His Cys Arg Pro Gly Ala Trp Pro Ala Thr Glu Arg Gly 
1 5 10 



<210> 865 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 



<400> 865 

lie His Phe Glu Asp Tyr Gly Val Leu Gly His His Gin Leu 
15 10 



f 



<210> 866 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 866 

Asn Phe lie Leu Ala Cys Pro Arg End Arg Asn Gly Gly lie 
1.5 10 

<210> 867 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 867 

Arg Glu Lys Leu Arg Asn Phe His Phe Ser Met Ser Arg End 
15 10 

<210> 868 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 868 

Leu Leu Leu Leu Leu Leu Arg Arg Pro Ala Gin Pro Gin Leu 
15 10 

<210> 869 

<211> 14 

<212> PRT 

<213> Homo sapiens 

<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 869 

Lys Arg Val Ala Gly Gly Leu Arg End Ser Ser Ser Ala Trp 
15 10 



f 



<210> 870 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 870 

Gly Lys Arg Val Ala Gly Gly Leu Arg End Ser Ser Ser Ala 
15 10 

<210> 871 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 871 

Ser Ser Gly Arg Pro Thr Gly Tyr Cys Leu Gin Leu Gin Gin 
15 10 

<210> 872 
<211> 14 
<212> PRT 

<213 > Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 872 

Gin Arg Ser lie Ser Ala Asp End End Pro Ala Arg Val lie 
15 10 

<210> 873 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 873 

Arg Ala Pro Val lie Leu Gly Pro Pro Thr Thr Cys Ser Ser 
15 10 



<210> 874 



4 # 



<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 874 

Met Gly Leu Ser Gly Phe Leu Thr Gly Pro Pro Pro Pro Gly 
15 10 

<210> 875 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 875 

Leu Met Gly Leu Ser Gly Phe Leu Thr Gly Pro Pro Pro Pro 
15 10 

<210> 876 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 876 

Pro Arg Thr Pro Ala Glu Pro Pro Pro Leu Gly Arg Gin Ala 
1 5 10 

<210> 877 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 877 

Gly Thr Gly Asp Trp Arg Glu Pro Gly Ala Ala Ser Glu Arg 
1 5 10 

<210> 878 
<211> 14 



4 ♦ 



<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (9) . . . (0) 

<223> cSNP translation 

<400> 878 

Gin Gly Arg Gin Ser Lys Gly Leu Arg Arg Arg Thr Trp Pro 
1 5 io 

<210> 879 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (8) . . . (0) 

<223> cSNP translation 

<400> 879 

Lys Cys Lys Cys Ser Arg Lys Asp Pro Arg Ser Ala Thr Ala 
15 10 

<210> 880 
<211> 14 
<212> PRT 

<213> Homo sapiens 
<220> 

<221> VARIANT 

<222> (7) . . . (0) 

<223> cSNP translation 

<400> 880 

Cys Lys Cys Ser Arg Lys Asp Pro Arg Ser Ala Thr Ala Thr 
15 10 

15 



